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trap mutagenesis

Sekimoto, Tomohisa

3,500,000
Tmeml6la
Tmeml6la p CT
1 ALP
MC3T3-el KO
Tmeml6la
EGTC (http://egtc.jp)
Tmeml6la
Tmeml6la

We analyzed the bone phenotype of Transmembranel6la (Tmem161ag gene trap
line produced by the exchageable gene trap method. Tmeml6la expression in femur was observed in
articular cartilage, proliferative zone of growth plate and osteoblasts by X-gal staining. Compared
with wild type, bone structure of trap mice femur was dense in p CT and there were significant
differences in bone morphometric analysis. In biomechanical strength analysis, trap mice indicated
significant strength.In HE staining, cortical bone thickness was thick and primary trabecular bone
was also large. We performed realtime PCR and confirmed increased expression BMP4 and Runx2.
Increased expression of Runx2 and Osterix and increased calcification were observed in primary
osteoblast culture. Similar results were obtained in cell lines knocked out Tmeml6la by CRISPR/Cas9
system. It seems that Tmeml6la is involved in osteoblast function. There is a possibility that

Tmeml6la is a novel gene involved in bone metabolism.
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