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MRE-ESL (EX) Exploration of factors that have an influence on reassortment of
influenza A virus
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WFE R O E (J53L) : To explore causes that have an influence on reassortment of
influenza A virus, virus like particles that carried HA and NA genome segments expressing
split reporter proteins were generated. Reporter activity by protein complementation was
detectable in cells transfected with protein expression plasmids. However the activity
was reduced to 1/10° of the wild type activity. Due to the significant reduction of the
activity the complementation could not be detected upon the VLP infection. The different
amount of protein production between HA and NA segments may contribute the undetectable
complementation upon VLP infection.
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