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Development of molecularly-based signals from food products using LC-MS in
foodomics
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In this study including the field of metabolomics for food defense, the
novel evaluation of low-molecular-weight compounds using untargeted LC coupled with electrospray
time-of-flight MS and multivariate statistical analysis method is proposed for the quality
assessment of the classification, contamination and degradation of food products (infant formula).
The LC-MS is used to monitor more detected numbers in food samples. Based on these properties of
infant formula, significant differences in the classification of types and origins, the
contamination of unknown compound as melamine and the degradations for one week were evaluated based

on the PCA patterns. With the metabolomics strategy, the difference from the low-molecular-weight
compounds could be utilized for the evaluation of the classification, contamination and degradation
of infant formulas for the food safety and quality.
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[A1 Column: Acquity UPLC BEH C18 column
(1.7 pym, 2.1X100 mm); Gradient mode: Type
A; Flow rate: 0.2 mL/min; Detected
numbers: about 800

[B]1 Column: TSKgel Amide-80 column (3 pm,
2.1x 150 mm); Gradient mode: Type B; Flow
rate: 0.2 mL/min; Detected numbers: about
1,200

[C1 Column: Trial TSKgel Amide-80 column
(3 pm, 2.1X150 mm); Gradient mode: Type
C; Flow rate: 0.4 mL/min; Detected
numbers: about 1,200
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