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A study of molecular mechanisms of coral —algae symbiosis
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This study aims to reveal the molecular mechanisms of coral-algae symbiosis
using next-generation sequencing technologies. I designed ¢cDNA oligo microarrays based
on assembled transcriptome and genome data from a coral, Acropora digitifera. Using these
microarrays, transcriptome changes under stress conditions were analyzed. In addition, I

surveyed the genes possibly involved in stress-response in the coral genome data.
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