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, EVE 736,765 ERV/EVE

gEVE, http://geve.med.u-tokai.ac.jp

Using 20 genomes from 19 mammalian species, we identified 736,765 nucleotide
sequences that are possibly derived from viruses (called EVE). For each sequence, its locus, amino acid
and nucleotide sequences, functional motifs, and similar endogenous/exogenous viral sequences were
annotated. These results are publically available via a database (gEVE, http://geve.med.u-tokai.ac.jp)-.
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Hsap38 Human 33,965
Ptro214 Chimpanzee 30,098
Ggor31 Gorilla 26,334
Pabe2 Orangutan 28,314
Panu2 Baboon 27,229
Mmul1 Macaque 26,940
Cjac321 Marmoset 21,802
Mmus38 Mouse 61,184
Rnor50 Rat 34,861
Ocun2 Rabbit 13,214
BtauUMD31  Cattle 105,654
Btau461 Cattle 98,016
Cfam31 Dog 11,393
Fcat62 Cat 11,132
Ecab2 Horse 14,391
Qari31 Sheep 61,093
Sscr102 Pig 15,210
Chir1 Goat 37,003
Mdom5 Opossum 77,190
Oanab Platypus 1,742
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