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electronic System Through a Single NH Moiety”, Chem. Commun., 52(46), 7364—7367, (2016),
10.1039/c6¢cc03619h
K. Nakamura, N. Yasuda, *H. Maeda, “Dimension-controlled Assemblies of Modified Bipyrroles
Stabilized by Electron-withdrawing Moieties”, Chem. Commun., 52(44), 7157-7160, (2016),
10.1039/c6cc03423¢
Y. Bando, Y. Haketa, T. Sakurai, W. Matsuda, S. Seki, H. Takaya, *H. Maeda, “Ion-Pairing Assemblies
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R. Yamakado, T. Sakurai, W. Matsuda, S. Seki, N. Yasuda, S. Akine, *H. Maeda, “n-Electronic Systems
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*H. Maeda, K. Chigusa, R. Yamakado, T. Sakurai, S. Seki, “Carboxylate-Driven Supramolecular
Assemblies of Protonated meso-Aryl-Substituted Dipyrrolylpyrazoles,” Chem. Eur. oJ., 21, 9520-9527,
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*H. Maeda, “Dimension-Controlled Assemblies Comprising n-Electronic Systems” Chem. Rec., 15, 1151-
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*H. Maeda, T. Nishimura, A. Tsujii, K. Takaishi, M. Uchiyama, A. Muranaka, “Helical m-Systems of
Bidipyrrin-Metal Complexes”, Chem. Lett., 43, 1078-1080, (2014), 10.1246/c1.140260

R. Sekiya, Y. Tsutsui, W. Choi, T. Sakurai, *S. Seki, Y. Bando, *H. Maeda, “Ton-based assemblies of
planar anion complexes and cationic PtII complexes”, Chem. Commun., 50, 10615-10618, (2014),
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18.

19.

Shuji Akivama, Slow and Temperature-compensated ATP Hydrolysis Reaction Catalyzedby Circadian
Clock Protein KaiC, The 3rd Solar FuelMaterial Workshop, 2018.3.18, Osaka, Japan

IEE*, HERD BRI = o — FEnie ¥ )7 B KaiC siiH%, FUHELKY, 2018.2.6, HFUAT

Shuji Akiyama, Cyanobacterial circadian clock system: How and why can it be so slow and stable?
Sokendai Asian Winter School, 4> 7#5#F2EAT, 2017.12.15, Okazaki

Shuji Akivama, Frequency characteristics as a basis for meta-tuning of the Cyanobacterial Circadian
Clock, ConBio2017, #7774~ — r7 A4 7 K, 2017.12.9, Kobe

X Uiﬂkf\* Frequency Characteristics and Temperature Compensation in the Cyanobacterial Circadian
Clock, %5 24 [l H RFRIAEM T2 5N RS, RAKT, 2017.10.29, Kyoto

K ILfEE*, Lessons from Cyanobacterial Circadian Clock System, #f 55 [A] H R4&=WW Bl Eaf sy, REARK
%,2017.9.20, HEA

BRLMER >, A ORERH], 58 4 Bl KIMERHiE E A — —a s Ea—X EOdEMNHAY R YT A, H -
FKEEIR UDX, 2017.9.8, HAT

Shuji Akiyama, The frontier in cyanobacterial circadian clock system, OIIB Summer School 2017,
2017.8.17, Okazaki, Japan

HIMEL*, BEERAMRGY AT 22T 28 B JE I ORIE & EREEME, 5 69 [l B M AEY TR, il
HEEE & —, 2017.6.18, (LA

Shuji Akigama, Atomic-scale origins of slowness and temperature compensation in KaiC

Circadian Clock of Cyanobacteria during 1991-2017, 2017.3.12, Nagoya, Japan

Shuji Akiyama, Biological X-ray Solution Scattering Activities at the Institute for Molecular Science
Okazaki Conference 2017 on Grand Challenges in Small-angle Scattering, 2017.3.19, Okazaki, Japan
ML EE*, EMOREFE ~ KNG ~, BARBSDOEFSTTRABGEE, #E =it % —2017.1.8,
i

Shuji Akiyama, Cyanobacterial circadian clock system. How and why can it be so slow and stable?
Sapporo Symposium on Biological Rhythm, 2016.11.10, Sapporo, Japan

IEL*, R+ AT DRI ER 7Y — L &3 2 kA mEL A5 BRI BT T
FIRAOBUR & Ak, IQBRC 1 A=, 2016.5.17

Mukaiyama A*, Abe J, and Akiyama S, Circadian periodicity encoded in KaiC ATPase

Winter School of ASIA CORE Program, 2016.2.26, Beijing, China (Invited talk)

Shuji Akiyvama, *X-ray Solution Scattering as Research Tools for Bio-molecular Systems, Winter School
of ASIA CORE Program, 2016.2.26, Beijing, China (Invited talk)

Shuji Akiyama , Atomic-scale origins of slowness in the cyanobacterial circadian clock, 8th Japan-Korea
Seminars on Biomolecular Science: Experiments and Simulation, 2016.2.16, Okazaki, Japan (Invited
talk)

HIELR, # "7 BEORTHAEEY X4, WALRZO B, i 2Rt b2, 2016.2.12,

fi 5 77 (CELRRH )

HIMEL*, FEEREWTHICHERET 20 3 AT LOREIET Y TV e X A5 7 A5

55 29 [l AABES RS, RARURFAMOES v ARG T 7 4 - 2016.1.11,  HL (&)
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21.
22.
23.

24.

25.
26.
217.
28.
29.

30.
31.

32.

33.
34.

[k
1

KIMER*, BEEAMRFES AT MR 6N D BREEN, 56 6 MR Y L IEE T O/mEEs, ik =
V77 Ly Ak #—2015.11.26. i (GEAEEE)

IMEE*, BEOWEGZ X7 BICNE S B R & X ORI

BBEOS WY 2015, T ET AT I T AR—/L 20151117 ()

Shuji Akiyvama, KaiC as Circadian Pacemaker of Cyanobacterial Circadian Clock, Grand Design of
Molecular Systems, 43 FFH#WF7ET 2015.10.8  (FAfFafk )

KINER, EYRFEES AT LA DB ~ R 2 oflRaAr—1ET2HE< Y v 7 ~, 2015 4
FEEE 1 Bl A A WA FATgES, Bl fRpTJERT, 2015.8.26  (FAFFREH])

Shuji Akivama, KaiC as Circadian Pacemaker of Cyanobacterial Circadian Clock, European Biological
Rhythms Society (EBRS)/World Congress of Chronobiology (WCC) meeting, 2015.8.6, Manchester, UK
(Invited talk)

KIMEE, B HRFFF AT AHFFEICE1T D bioSANS ~D iR L B, % 3 [7] Neutrons in Biology #F%E4:,
H AR AR JEBRFE A - R DRFPARgERT, 2015.8.31  (FAfFafTE)

KILER, WS A R4 AT L2E8HE L ORVIRY, 01 A7 AFRICE T 28K BEL, 71
BHEIFZERT, 2014.12.20 (FAFFREH)

Shuji Akivama, Watching slow but ordered dynamics of clock proteins, % 21 [8] H AR M2 S K
EJUNKEE, 2014.11.8, @l (FAFF#EHR)

BOLMERE, B FEEHS 27 ABFIEIZ 31T D bioSANS ~DOHIFF & B, Wik 26 4SS 1 [BIAMIEE 2 7E S,
T APHA—L 401 2, 2014.10.3, B (FBARER)

Shuji Akivama, KaiC as Circadian Pacemaker of Cyanobacterial Circadian Clock, Society for Research
on Biological Rhythms, 2014.6.17, Montana, USA (Invited talk)

Shuji Akiyama, Small-angle x-ray Scattering Study on Cyanobacterial Clock Protein KaiC,

The 6th Taiwan-Japan Joint Meeting on X-ray and Neutron Scattering, 2014.3.11, Taipei, Taiwan
(Invited talk)

Shuji Akiyama, KaiC as A Circadian Pacemaker of Cyanobacterial Circadian Clock, Asian CORE Winter
School on Frontiers of Molecular, Photo-, and Material Sciences, 2014.2.25, Taipei, Taiwan (Invited
talk)

Shuji Akiyama, KaiC as A Circadian Pacemaker of Cyanobacterial Circadian Clock

6th Japan-Korea Seminars on Biomolecular Science, 2013.11.27, Okazaki, Japan (Invited talk)

Shuji Akiyama, KaiC as a Circadian Pacemaker of Cyanobacterial Circadian Clock, 15th Japan-Korea
Symposium on Molecular Science, Hierarchical Structure from Quantum to Functions of Biological
Systems, 2013.7.5, Sannomiya, Japan (Invited talk)

Shuji Akiyama, Circadian Pacemaker of Cyanobacteria by Intra-molecular Feedback Regulation of KaiC
ATPase, IMS Workshop on "Hierarchical Molecular Dynamics: From Ultrafast Spectroscopy to Single
Molecule Measurements", 2013.6.25, Okazaki, Japan (Invited talk)

Hg]

Ryo Akiyama, Statistical Mechanics Study of Reentrant Phase Behavior of Proteins in an Electrolyte
Solution, The 17th KIAS Conference on Protein Structure and Function, 2017.9.21-23, Seoul, Korea
(Invited talk)

RILE, f850 HR=CEam CRt A U 7o AR I O RIS (o AL - F 220 AR ALVEA,

ey 7 b2 —iifis, dLiEKY,2016.10.25, FLIR  (FEFF#6D

KILE, BAFE R CF) < 5O RIS S B 922051 1 O BERREIMIZE & & /3 7 B OREEEZEH), i Kb
FRERRES, K, 2016.8.9, @l GEES)

KILE, ERGTFEHESTZHERMLOLBDOHFEHD 2 > [HDFaEo-adARMI] : B2k L= 7k
~ T U TR T [72bl &R, BIRKFHE T, 2016.5.28, AL

KILE, SERET ORMG5HE = v A PRFHEEZS ) & RABRROMKX, BEISFRBRFIE T MY
BRI AR S, 2015.11.24, i GEIR)

Ryo Akivama, Effective attraction between negatively charged sites on proteins and ordering of proteins
in an electrolyte solution The 4th International Symposium “Dynamical Ordering of Biomolecular
Systems for creation of integrated functions” (8 “# T fEIA 5T [EHRORRT & BkRE] 25 4 RIERR S AR P T A),
2015.11.22-23, (5 H)

Ryo Akiyama, Spatiotemporal dynamic ordering regulated by ATP hydrolysis and effective attraction
between negatively charged sites in a biofluid, International, The 53rd Annual Meeting of the
Biophysical Society of Japan, Formation of spatiotemporal dynamic ordering mediated by ATP
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hydrolysis CHrAiT fEIkAfFoE [EYRORRFF & FERE] LS 7R 4), 2015.9.14, Kanazawa, (RfF#TH)

8. FKILE, ®EMAMEMICEDERG THERR E A 4 M K A1, HA(LFRH 95 RIFRFAFES, HA
KFH TP MEx v /)X, 2015.8.26, #iviE (FeplMEE [KERICE T 2 5 ERHEAEH O
KEEHED] BT D5EH)

9. KILE, RfmEMEOSHET 7 Froatzdd), KR/RKFHPHYHZR & I T — KBKE,
2014.11.18, K7 (“FFIGHE)

10. Ryo Akiyama, Association of Actin Monomers and Effective Attraction between Like-Charged Colloidal
Particles Mediated by Multivalent Cations, 2 52 [B] B ARAMME TS L VR T T A [HERS FHEW O BE
R Z KOO TH D] L= v a 27—, 2014.9.26,

LR (v Ry o Ak
11. Shingo Fujihara, Akira Yoshimori, Takuto Sawayama, and Ryo Akivama, Interaction between like-

charged particles and attractive patches on like-charged proteins International of Statistical Mechanics
of Molecular Liquid on Soft Matter, Kasetsart University, 2014.9.15, Bangkok, Tailand (Invited talk)

12. FKIWE, 20 F A N Ko TEN SN D RFGE T =4 U REDGI ) L BIFEE (FBRRsE)
T = ORISR S RO LR PR L5 v /82 2014.9.6, FUR (FBFFHTH)

(g ie]

1. gk, NMR 7 —# @ HBENT 36 & OVE BB SRR EFHE O BLK & AR 72~ I H O mlREME, Rk
NMR #f%e4: 25 58 [alV — 27 v 3 » 7,2017.9.26, it (HF7#EH)

2. whmekife, wum BB, ORI BRI, Y P&, Glntert Peter, A/3—Z NMR 7—# % AW /- HilaNEAE
SLRHEERE, 54 FIH AAWME T RFs, S IXEESEY, 2016.11.25-27, > <X (FARf#)

3. TeppeiIkeya, "Improved in-cell structure determination of proteins at near-physiological concentration",

UK-Japan Symposium “From single molecules to cells and tissues”, University of Leicester, 2016.7.5,
Leicester, UK (Invited talk)

4. Teppei Ikeya, “Protein NMR Structure Refinement based on Bayesian Inference”, High-Dimensional
Data Driven Science, 2015.12.14-17, Kyoto (Invited talk)

5. sk, XA XHEEZ AWM EEEHE L incell NMR 5 —4% ~D7 7’ —F In-cell NMR ¥ KR
7 2 “Computational aspects in biomolecular & in-cell NMR”, 2015.4.24, Hi{, ($BFF#H)

6. TeppeiIkeya, Jin Inoue, Peter Giintert, Yutaka Ito, three-Dimensional Protein Structure and Dynamics
in Living Cells, 7th Korea-Japan Seminars on Biomolecular Sciences, 2014.11.27 §&[E Y 7 /L, FEAR, (#
Tt

7. ki, OHEERE, A T-HMRENTOERAEONAEE L XA T 7 A, EEEEEBEY R Y T A,
2014.11.13, REAR (AF5HEE)
8. wpski, SE R, OHEERE, AT O RREMEEAEOENRE, F 52 BIAAREYYHFESFES,

2014.9.25, FLiR (FEAFREH) |

9. WMBEKIE, GHEM, ¥ BOSEEREICHE TS NMR F— 2 0 nifk, BAS S NMR SRS
2014, 2014.9.11, HH (AFFHEE)

10. gk, (JHiEFE, A NMR structure calculation algorithm based on Bayesian inference,

KK FE VEMFZET & 2 - — IPR Seminar, 2014.6.19, KK (FAfF#TH)
(= HBE—]

1. EHPE—, (WPRISZEBBT 5720 D0 ER, MRINKFERFHEFR S VR YT A MEFEOT20 ORI
SRR, 2018.3.10, T (RFEETH)

2.  Koichi Iwata, Spectroscopy of Molecules Favoured by Raman Followers, 90 Years of Raman Effect:
Current Status and Future Directions, 2018.3.1, Bangalore, India (Keynote lecture)

3.  Koichi Iwata, Characterization of Lipid Bilayer Membranes with Time-Resolved Spectroscopy
The 10th Asian Conference on Ultrafast Phenomena (ACUP2018), 2018.1.10, Hong Kong, China (Invited
talk)

4. Koichi Iwata, Characterizing Lipid Bilayer Membranes with time-resolved Spectroscopies — Viscosity
and Polarity, The 14th Biennial DAE-BRNS Trombay Symposium on Radiation and Photochemistry
(TSRP-2018), 2018.1.3, Mumbai, India (Invited talk)

5. AP, RO E TR DTS, AGES S bEiai s ) — X, JUNRF B 20
MEhe, 2017.11.20, fald (FEFFH#EE)

6. Koichi Iwata, Loose electrons traced with time-resolved near-infrared spectroscopy - absorption and non-
linear Raman, International Conference on Spectroscopy of Biomolecules and Advanced Materials
(ICSBAM 2017), 2017.10.4, Alappuzha (India), Kerala, India (Invited talk)
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11.

12.

13.

14.

15.
16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

= HEE—, FrREFEROSY & U CONRE ZEIE-RFE MRS G K D REIERE, 25 11 MR R,
2017.9.15, il (FEfFaHTE)

Koichi Iwata, Examining Lipid Bilayer Membranes with Time-resolved Spectroscopies

6th Asian Spectroscopy Conference (ASC6), 2017.9.5, Hsinchu, Taiwan (Keynote lecture)

Koichi Iwata, Basic Theory for Non-linear Raman Processes, Taiwan Association of Raman Spectroscopy
Summer Camp (TARS Summer Camp 2017), 2017.6.30, Chiayi City, Taiwan, (Invited talk)

Koichi Iwata, Electronic and Vibrational Relaxation Examined with Femtosecond Time-resolved

Absorption and Stimulated Raman Spectroscopy in Near-infrared, 5th Taiwan International Symposium
on Raman Spectroscoy (TISRS2017), 2017.6.28, Chiayi City, Taiwan (Keynote lecture)
Koichi Iwata, Resonance Raman Spectroscopy of “Loose Electrons” with Stimulated Raman Scattering

in Near-infrared, 9th International Conference on Advanced Vibrational Spectroscopy (ICAVS2017),
2017.6.12, Victoria, Canada (Invited talk)

Koichi Iwata, Properties of liposome lipid bilayer membranes examined by time-resolved Raman and
fluorescence spectroscopies, 3rd Symposium on Weak Molecular Interactions, 2017.3.29, Opole-
Groszowice, Poland (Invited talk)

Koichi Iwata, How we examine lipid bilayer membranes as field of chemical reaction with time-resolved

spectroscopy, International Workshop Present and Future of Ultrafast Spectroscopy, 2017.3.14, Wako,

Japan (Invited talk)

Koichi Iwata, Local environment in ionic liquids and lipid bilayer membranes examined with Raman

spectroscopy, 6th International Conference on Perspectives in Vibrational Spectroscopy (ICOPVS-2016),

2016.11.5, Lucknow, India (Keynote lecture)

Koichi Iwata, What we see by time-resolving in near-IR, SciX2016, 2016.9.22, Minneapolis, USA

Koichi Iwata, Femtosecond Time-resolved Near-infrared Absorption Spectroscopy of “Loose Electrons”

as Photochemical Intermediates, Recent Advances in Molecular Spectroscopy: Funamentals and

Applications in Materials and Biology (RAMS2016), 2016.3.3, Hyderabad, India (Invited talk)

Yuki Nojima, Sho Kitamura, Tomohisa Takaya, Koichi Iwata, Characterizing lipid bilayer membranes

with time-resolved spectroscopies, 2015 International Chemical Congress of the Pacific Basin Societies

(Pacifichem 2015), 2015.12.16, Honolulu, Hawaii, USA (Invited talk)

Koichi Iwata, Lipid Bilayer Membranes as Field of Chemical Reactions — Characterization by Picosecond

and Femtosecond Time - resolved Spectroscopy, First International Symposium of Institute for Catalysis

— Global Collaboration in Catalysis Science toward Sustainable Society, 2015.10.15, Sapporo, Japan
(Invited talk)

Koichi Iwata, Weak Molecular Interaction in Condensed Phases Examined with Time-resolved

spectroscopies - Raman and Near-Infrared Absorption, 5th Asian Spectroscopy Conference (ASC5),

2015.10.2, Sydney, Australia (Invited talk)

Koichi Iwata, Ashok Zachariah Samuel, Sohshi Yabumoto, Kenichi Kawamura ({558 {H)

Structure of porous PMMA thin film examined with multifocus Raman microspectroscopy

SciX2015, Providence, 2015.9.28, Rhode Island, USA (Invited talk)

Y. Nojima, T. Takaya, K. Iwata, Thermal Diffusivity of Lipid Bilayer Membranes Estimated with

Picosecond Time-resolved Raman Spectroscopy, 3rd Taiwan International Symposium on Raman

Spectroscopy (TISRS 2015), 2015.7.1, Sun-Moon Lake (Taiwan) (Invited talk)

Goh Mohri, Tomohisa Takaya, and Koichi Iwata, Photoinduced Electron-Transfer Reaction of 9,9-

Bianthryl in Liposome Lipid Bilayers Observed with Femtosecond Time-Resolved Near-Infrared

Spectroscopy, 2015 Korea-Japan Symposium on Frontier Photoscience (KJFP-2015), 2015.6.27, Jeju

(Korea) (Invited talk)

Koichi Iwata, Characteristics of Amphiphile Liquids Examined with Spectroscopic Methods

International Workshop on Ionic Liquids and Related Materials, 2014.11.12, ¥ J3{ (Invited talk)

Manping Ye, Setsuka Arii, Takanori Uwabo, Tomohisa Takaya, Koichi Iwata, Structure of ionic liquids

examined with smaller probes, 248th National ACS Meeting, 2014.8.10, San Francisco (USA), (Invited

talk)

Koichi Iwata, Characterizing molecular assemblies with time-resolved Raman spectroscopy - lipid

bilayer membranes, ionic liquids and loose electrons, Friedrich Schiller University Jena, 2014.8, Jena,

Germany (Keynote lecture)

Setsuka Arii, Tomohisa Takaya, Koichi Iwata, Formation of Solvated Electrons in Alcohols Observed
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with Femtosecond Time-resolved Near-infrared Spectroscopy, — Japan Symposium on Frontier
Photoscience (KJFP-2014), 2014.6.21, Seoul , Korea (Invited talk)

27. HHEBE—, DHTHDA A RIEOM AN LA, ERR 26 FE A 4 R IRNF%ES, 2014.6.17, R
(Invited talk)
[(NiEEZ]

1. AEEZ, SdRHBMEE TRk 2 B RBEEOG 2 A F X 7 A, 2017 BB AmB T RERERKRES
U—2rvay 7 emORIABFFIEIC LD ARERISOEHETEH 2017.12.8, #h7  (FRFFHET)

2. Takayuki Uchihashi, High-speed atomic force microscopy: A tool for visualizing dynamic behavior from
proteins to cells, The 28th 2017 International Symposium on Micro-NanoMechanical and Human Science,
2017.12.6, Japan (Keynote lecture)

3. Takayuki Uchihashi, Visualization of Single-Molecule Dynamics Using High-Speed Atomic Force
Microscopy, The 2nd Korea-Japan Joint Symposium on Single-Molecule Biophysics 2017, 2017.11.9,
Korea (Invited talk)

4. NEEZ, @ERTREBEME T bT 5 Kal # o X7 ERHEEROZ A I 7 A
%5 24 [A] A ARRF R AEMFEFMRE VRV u A T2 ARRMOAIFEEL ,2017.10.29, F=H GRFFETR)

5. Takayuki Uchihashi, Direct observation of single molecule dynamics at work with high-speed atomic
force microscopy, Frontier in Single Molecule Biophysics 2017, 2017.10.16, Israel (Invited talk)

6. Takayuki Uchihashi, High speed atomic force microscopy for a tool to visualise dynamic events on
biological systems from single molecules to living cells, Workshop on “Nanofluidics in Biological Systems”,
2017.9.13, UK (Invited talk)

7. NEEZ, @EREFREBEMERIC K DR F DX A T 7 ZFH, HRERIEET A A SRS TH
YR EOEBN B O BRI T - BB 5 R ETEE T 5 -1 2017
9.11, &l (FEfFasH)

8. WHEHEZ, M) BMEE Tt 24 - N LE0FOERE, 2017 FH2%E - REFFE FEHS,E
W r— 7SS EER T — TSN L ) HEAFFEORATHY |, 2017.8.19, ik (R
afE T

9. AL, Ml AFM 2 WA RS+ O 0581455, 2017 £ RZE - REFAEREHS, AR 2R T A

[N 30 - i, Mk, AWHEREOA <7 FEHEI ,2017.8.17, #iik (FAFF#TH)

10. Takayuki Uchihashi, Direct visualization of single molecule dynamics by high-speed atomic force
microscopy" Telluride Science Research Center Workshop on Protein Dynamics, 2017.7.5, USA (Invited
talk)

11. W&, SR BB Crtiib T 2 % v R EoERF, $F 178 BAEAERFERES V—7
vay 7 [BEAEBNRFO~Y LT 7 e —7 % AW G ,2017.6.22, G (FRFHRE)

12. WiEEZ, @l AFM TH S22 % Kal # X7 B O8I AEAER, 5 69 Bl A ARMAY TR, v
VIRV L A OEE - BSOS E DB e IuRERE] ,2017.6.13, il (FAfREETH)

13. Takayuki Uchihashi, Yo-hei Watanabe, Ryota Iino and Toshio Ando, Structural Flexibility and
Chaperone Activity of TClpB revealed by High-Speed AFM, XIX. Annual Linz Winter Workshop,
Sommerhotel Julius-Raab-Heim, 2017.2.3-6, Linz, Austria (Invited talk)

14. Takayuki Uchihashi, Direct Visualization of Single Molecule Dynamics at Work with High-Speed Atomic
Force Microscopy, BioNANO 2016, 22-23 November 2016, Malopolska Centre of Biotechnology,
Jagiellonian University, 2016.11.22, Krakow, Poland (Invited talk)

15. W& Z, # v /XD XA F I 7 A% AT % @1 ) B s
BERRY 2 —bA A=V TR &AW RS ARY — 27 v a v 7 TEFBME Y v 77 —Z B <
NAFAT A ANYA T A ~[RBREBZ D 720D OB ~,2016.11.17, MR FRFFHEE)

16. W& 2, @R A BMEE Crtib T 2E KD FOX A F I 7 A, BIff UART T L 4 Bl DEET
TEEWPIE -EF - PERIFSEE 2 b RO EF L0 RM-1 ,2016.11.1, Fot SRR (HAF#RT)

17. NIEEZ, @ AFM I X DK+ 44 F 2 7 2ADZF O8I, AAMHEYES 2016 £/ FERE fEK 9
VIRV A TRmARET ) HEOEOBEEE ,2016.9.15, &R (FREFFH#R)

18. W& 2, @i AFM (2 X2 AMHEIOBEIEAS A —T 0 7, 5 25 Bl HARNA FA A= 0 TR ES
VUMV ULBIFT I AL FA A=D1 DM E TR T ,2016.9.6, 4l R (R HEE)

19. Takayuki Uchihashi, Noriyuki Kodera and Toshio Ando, Direct Visualization of Single Molecule
Dynamics by High-Speed Atomic Force Microscopy, Gordon Research Conference, Single Molecule
Approach to Biology, Chinese University of Hong Kong , 2016.7.3-8, China (Invited talk)

20. AL, md R BMEL TR Ry - — X —OES A T 7 A
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%16 1l AAEAEMERFESR V=7 Y vy 7RG FE— X — 2@~ T2 > THMET 57, 2016.6.9,
el (AR

21. &2, Visualization of Functional Dynamics of Biological Molecules by High-Speed AFM
AR GES “HEERERE Y T ORI &R, FHEL B U 22 F2AE Sy 7 ORISR EE & BA%E”,2016.6.27,
iRy (FAAF AT

22. W&, M AFM I IC K22 L X0 DX A 7 A8, BAMFEIF— "X 87 BOWES A
F 27 27,2016.5.12-13, KB GR7F#HTR)

23. Takayuki Uchihashi, Direct Observation of Single Molecule Dynamics at Work with High-Speed Atomic
Force Microscopy, Les Houches-TSRC Workshop on Protein Dynamics, Ecole de Physique des Houches,
2016.4.3-8, France (Invited talk)

24, WiEEZ, md)R-1H)BMEE CIR D ARy T OMRe X A X 7 A, REFFHINIIES 2016 EEX T 5
EHA L R ~ &AM T 0 — 7R TR D ~, MF KT, 2016.1.21, w70 (FEFF#H)

25. NiEEZ, miEEFHADBMEEDOTE & A AJSH, BARBMEE TS Rx A A — 2 v 7 Hdires Bt
Jeis 5 3IEIAFgES, 2015.11.23, FEEF, SoEEIR (GAFFREH)

26. Takayuki Uchihashi, Direct Visualization of Single Molecule Dynamics at Work with High-Speed Atomic
Force Microscopy The 15th KIAS Conference on Protein Structure and Function, September 2015.9.17-
19, Seoul, Korea (Invited talk)

27. Takayuki Uchihashi, High-Speed Atomic Force Microscopy for Observation of Single-Molecule
DynamicsThe 6th RSC-CSJ Symposium (held in conjunction with the 95th CSJ Annual Meeting), H A
REEMHE, 2015.3.27, 2, T3 (AR #E)

28. Takayuki Uchihashi, High-speed atomic force microscope for imaging of biomolecular dynamics at solid
surface 10th Annual International Electromaterials Science Symposium, 2015.2.11-13,
Wollongong, Australia (Invited talk)

29. Takayuki Uchihashi, Visualization of single molecule dynamics at work with high-speed atomic force
microscopy, The 7th Biennial Australian Colloid & Interface Symposium, 2015.2.1-5, Hobart, Tasmania,
Ausutralia (Keynote lecture)

30. WG, MR BEBEIC L D22 v R BEO XA F 7 A L PHEEHIEE 9 BINIBB/SA 4 A A —V
7 x—T L TWEEREDA A —2 0 7 R FEERT, 2015.1.27, %0, 2015 £ 1 A 27 H (FRF5#E
1)

31. NiEEZ, mndR M BB OB & S A AISH, Bt sEpokfn T/ #iE - St/ BEERss

MEHE R OKFNT s & AERm D 247 2] FoREAER K55 2015.1.25, #i (A7)

32. Takayuki Uchihashi, High-speed atomic force microscope for studying dynamic interactions in
biomolecular systemThe 3rd International Symposium on Dynamical Ordering of Biomolecular Systems
for Creation of Integrated Functions, &# D4, 2015.1.10-11, = #E (Invited talk)

33. Takayuki Uchihashi, Single-molecule imaging of proteins at work with high-speed atomic force
microscopy, 16t International Conference on Retinal Proteins, (& 1 ¥ /L= 7 /1, 2014.10.5-10, ¥
2 (Invited talk)

34. Takayuki Uchihashi, Cooperative Conformational Change in Ring-Shaped ATPase Observed by High-
Speed AFM, % 52 [0l H KA %S4 Japan-China-Taiwan Joint Symposium on Cooperativity in
Supramolecular Machine, FLIREFRSH3,2014.9.26, dkiFE (Invited talk)

35. Takayuki Uchihashi, High-speed atomic force microscopy for imaging of protein dynamics"

Agilent Nanomeasure 2014, 2014.9.16-17, Beijing, China (Invited talk)

36. WIEEZ, M AFM IZ LD BB O Z 14 7 7 28152, BARESESE 36 [A4FES BERERT Ry Y
D TR D B B~ AR « 52 27X 7 s RSN, Y 7 b~ 2 — F T~ RAG KR 2014.5.13, HUR (4
FERHETE)

37. Takayuki Uchihashi, Visualization of single molecule dynamics at work with high-speed atomic force
microscopy, Single Protein Dynamics in Cellulo 2014: Spatio-Temporal, Structural and Quantitative
Analyses, OIST > —H A R/ 2, 2014.4.21-25, #fi#(Invited talk)

[ EALRARAE]

1. EABRRAE, ML 2EABES THEAROAHI XV —F v RAr—70O%H, BARLFESR H 98 [FIF
A2 (2018), 2018.3.20, THERE T (el £ 3 1)

2. LEAGRERAE, EEHE E IR EGELIC & 2 Z Ry RN DREE(L, B 4 [BlZ N X BRI =,
2017.12.13, &3> <IEH GRRFREE)

3. _LEAGRMAE, REWHEPOEAES FEGROWME - HAEHFM~T A ZBF L 2D ~, BARZN
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10.

11.

12.

13.

RIS WG 169 ZE S o b4 BINFJER, 2017.11.29, BURHRSURIXH  (FEFFR#EE)

L RARAE, EER B VAR EGELIE 12 L 2 B VB S A R D LR IR RE D AT,

5 40 [FAIR LT Y AR Y 7 A, 2017.10.9, FeERERK T (R AR#ETH)

ORI, EEBUR G IRTAFAE T 2 RS oy F ORI - FHEAE R

DFERNT T v b7 4 — D REEE IRy Y FE Y T P TU =y FRFBM ORI LW
#l52), 2017.10.6, HAHBILAX

Hironari Kamikubo, Structural Exploring Multi-component Equilibrium in Biological Systems

The 24th Congress & General Assembly of the International Union of Crystallography, 2017.8.24,
Hyderabad, India (Invited talk)

Hironari Kamikubo, Multi-component equilibrium in biological systems explored by using continuous
titration SAXS, Frontier Bioorganization Forum 2017 Dynamical ordering and integrated functions of
biomolecular systems, 2017.4.25, Taipei, Taiwan (Invited talk)

Mikio Kataoka, Hironari Kamikubo, Mechanism of amyloid formation of human calcitonin

The International Chemical Congress of Pacific Basin Societies 2015, 2015.12.15-20, Honolulu, Hawaii,
USA (Invited talk)

EABRARE, K-EAEREOERRE & EABENECE L LFERIG, # 64 BlES TR, 2015.9.16,
EHIRAGT (FRARREE)

Hironari. Kamikubo, Designing an Artificial Protein by Using a Kind of Building Blocks Responsible for
Structure and Function, IMS Asian International Symposium, 2015.6.12, Okazaki, Aichi (Invited talk)
Hironari Kamikubo, Molecular actions in the light sensor protein, Photoactive Yellow Protein

The 7th Korea-Japan Seminars on Biomolecular Sciences: Experiments and Simulations, 2014.11.28,
Seoul Korea (Invited talk)

Hironari Kamikubo, The potential uses of structure and function elements, The 14th KIAS Conference
on Protein Structure and Function, 2014.9.18, Seoul, Korea (Invited talk)

Hironari Kamikubo, Functional modification of a protein by using element implantation, Sixth Korea-
Japan Seminars on Biomdecular Sciences; Experiments and Simulations, 2013.11.27, Okazaki, Japan
(Invited talk)

(k]

1.

10.

I A &, Predicting the structure of self-assembled supramolecular nanosystems via all-atom molecular
simulation, % 98 [o] AAR(LFEREFHER 7 T EHEEY VAR Y Y 4,2018.8.23, TH  (FHEFF#IE)
ERRESL, 431 LoV TS B CEARRE O ERFLERR, AARFSE 98 FEFHFE, AARAKFH TN i
% v o /3%, 2018.3.20, TH# (FFiFaHH)

Hirofumi Sato, Understanding of Self-Assembly Process at Molecular Level, Frontier Bioorganization

Forum 2017: Dynamical ordering and integrated functions of biomolecular systems, Academia Sinica
2017.4.26, Taipei(Invited talk)

Hirofumi Sato, Chemical processes in condensed phase: Quantum chemistry and statistical mechanics
B - HEROHBHERFICETS B - A 24 VAT VAT Y A, JFS-Joint Symposium on
Theoretical and Computational Science of Complex System, F#S K548k —itabfstt o % —, FIFC,
Kyoto University, 2016.10.26-28, Kyoto (3Z4F#H)

Hirofumi Sato, Molecular theory of chemical processes in condensed phase, International Symposium on
Multi-scale Simulation of Condensed-phase Reacting Systems (MSCRS2016), Noyori Conference Hall,
Nagoya University, 2016.10.10-13, Nagoya (Invited talk)

VERRRESL, Sy - A6 OB b, 3 11 BT RSNt Tt X —, FiR R TR 2 B 55—
X5, 2016.9.26, HiE (AR

Hirofumi Sato, Multi-scale couplings for chemical processes at molecular level: quantum chemistry and
statistical mechanics, Pacifichem, 2015.12.16, Honolulu, Hawaii, USA (Invited talk)

PERERESE, BEME R OERILT:, (L ROSRIRIER D =2 —7 a7 17 2015, 2015.9.15, &bl (FRFF#IR)
VERERE SC, BIRIRRIFIZAL D 77 F 85w, H AL PR 95 BREFS Rl [EMB I OALSFV AT A
B DEIRRFIERL S Tam P BRAR ) | A AREBE LA A& = v /X% 2015.3.26, T3, AA  (FRFEH)

Takeshi Yamamoto, Molecular calculation of free energetics for nanocube self-assembly in solution, The

3rd International Symposium on Dynamical Ordering of Biomolecular Systems for Creation of
Integrated Functions, 2015.1.10-12, Ise, Japan (Invited talk)

(& H -+ EFn])
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10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

s A+ &0, Selective Cyclic Polymer Synthesis via Topology Transformation”, 255th ACS National
Meeting (Cyclic and Topological Polymer Symposium), 2018.3.18-22, New Orleans, LA, USA (Invited
talk)

e SR, ZRE S F A imE b o v 2 Y O AUEAI 5 243 Rl T AEIR S AR Y T A HAR T A, )
ey, 2018.2.27, HUL (FBRFEHH)

AR, EfETHLEIK AL v F EMEARED 7 Y v 7 RKIGA], & 63 BN RFEFEEEae X T A
RS T, 2018.2.2, (L RRFETT (FAFFAE)

= B+ 75 %0, Stimuli-Responsive Polymers Driven by Rotaxane Molecular Switch

Special Lecture of East China Normal Univ., 2017.12.15, Shanghai, China (Invited talk)

= M+ EF0, Rotaxane Cross-Linkers Endowing Polymers with Toughness

The 15th Pacific Polymer Conference (PPC-15), 2017.12.10-14, Xiamen, China (Invited talk)

E B, TA#3RREICED Y 7 h~T7 U 7 Aok, BEIZRT 5 HAR S AL 90 JEAR L&
AEHE, AV V7 KR, 2017.12.8, KPR (FEFF#TE)

5 4750, Mechanically Chiral Molecules: Synthesis, Optical Resolution, and Application
International Workshop on Chirality in Soft Matter, Toyota Physical and Chemical Research Institute,
2017.11.24-26, Nagoya, Japan (Invited talk)

EHEER, (o2 —amv 25 7R%, b 4 = REERIGER, A8 B SE i BH P 8 R 7K
¥,2017.11.2, 7= B RAB & (LRT (FRREREH)

e A5, Te 2 2 A O mT B 2V T3 2 BABEBHSE |, B [RS8 oA A b A 28 S A T 2 B 1L R
5,2017.11.4, MTHAEXKEE T (R E)

EHAER, TSP S 1T @0 O4NE & BB G S FA R -], 2017 R FHEB DT D@y 1A
BERIE (R TR BERCH) M 2 — 7 2,2017.10.19-21, #FRJIESEET (W)

m HER, [FAMERE D7D 0r & 24 U 00E) BRI AHREAEMENES RS BAEES
#,2017.10.10, HCHLHEIX  (FEFFaHTH)

i H + & 0, Dynamical Ordering of Supramolecular Architecture Comprising Rotaxane-Linked

Polymers, The 55th Annual Meeting of The Biophysical Society of Japan, Kumamoto University,
2017.9.19-21, Kumamoto, Japan (Invited talk)
Toshikazu Takata, Processive Macrocycle Catalyst for Efficient Polymer Reaction via Pseudorotaxane
Intermediate, MMC-17 (IUPAC 17th International Symposium on Macromolecular Complexes),
Waseda University, 2017.8.28-31, Shinjuku, Tokyo, Japan (Invited talk)
m HAER, [55F 0 L 8= 261 LigemE 28187 % |
ARG AL A S S FH DGRBS 8 P B L 68,2017.7.13, 5 F BT (AR ETE)
EHETER, "R AIAEESFEERTD — O FAA T, HEE—F—FBEEE LT F AR
n i, 28 MG AIE Y AR YT A AIBEERE ¥ —,2017.6.24, G HHEX (FRFFHRE)
= M-+ EFn, Switchable Polyrotaxanes, Gordon Research Conference (Molecular Machines), Holderness
School, 2017.6.11-16, New Hampshire, USA (Invited talk)
mHER, a2 XY 0T AL v F Lo haRa U—2 4, RA NS A NEYFALFEN TR, LR,
2017.6.4, A REET (FRARTH)
& H 13T, Development of Dynamic Molecular and Macromolecular Systems based on Interlocked
Structure (A % —w v 7 k§ihE % 8 L 5 5 8HERE > @m0 DB %)
5 97 [MIFRFAES BUSKF A & ¥ v /3%, 2017.8.21, #EEm#ILX (B A b2 B2 HEE)
= H+&EF0, Development of Dynamic Molecular and Macromolecular Systems based on Interlocked
Structures, HA(LFRHH 97 HEFMHER(2017) BIS KT, 2017.3.16-19, filkii (S H#TH)
EHEEER, 2 XY AL v TFOESF~DIGH — MR v U—EHA e o & iR b, (5N R
HEFIAERE S [BMKE, 2016.9.6-8, BB (FAfFHH)
= H+7E%0, Novel Cross-Linker Capable of Endowing Polymer with Toughness
9th International Symposium on High-Tech Polymer Materials (HTPM-9) , 2016.7.11-15, Zhengzhou
China (Invited Talk)
5 H+7E%0, Cross-linking That Endows Rubber with Toughness Using Rotaxane Cross-Linkers
International Polymer Conference of Thailand (PCT-6), 2016.6.30-7.1, Bangkok Thailand (Invited Talk)
e SR, OB L VERE ik, A TR REE S 5 A RIS UK, 2016.5.27, B (HFF
LAY
e S, 246 AT Dm0 T8O RTEN A R TR RE & Mt B AR bR SR R, B
LR R FBEE FHEAF IR - 52, 2016.3.11, &L (FRREERH)
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25.

26.

217.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42,

43.

44,

45,

46.

Toshikazu Takata, “International Symposium on Center of Excellence for Innovative Material Sciences

Based on Supramolecules” (#5712 L 2 EHHI~7 U TIVBBOIWSKRERE Y R T T L) |, &RKE

S =EHEEY U ARY T A, 2016.3.10, 43R (Plenary Lecture)

SR, BRES 2IEAT 280 TR ARV UL Z B ERRAR Y v — TR Y v —iaii k-, %

17 EIARY 7 L2 TS, 2016.2.12, 4 dRE  (ERR#RE)

Toshikazu Takata, “Reversible Topology Transformation of Linear —Cyclic Polymer Using Rotaxane

Protocol-”, Pachifichem2015, Invited Lecture, 2015.12.15-20, Honolulu (Invited Talk)

EHEER , A ¥ —n s 7R ORFRZEM 215D U TG UG ME SRR EE, Fi R IR 2,

AR, 2015.11.20, ##0 (FRFFETEH)

EHEER , o2 X OSSR LE 35 0 RSBSOS, & 161U 7 « F o —T7 e

2, TATFEDR, 2015.10.26-27, HUlE  GARER)

Toshikazu Takata, Kazuko Nakazono, Daisuke Aoki, and Hiromitsu Sogawa, “Dynamic Polymer

Networks Engineered by Rotaxane Cross-Linkers”, 11th International Conference on Advanced

Polymers via Macromolecular Engineering Registration (APME2015), 2015.10.18-22, f#iz(Invited talk)

B HER, A REEREZ b7 a7 aR ) v — 05 - WIERIE,E 64 FIE S TR,

3k, 2015.9.15-17, s (RF54E)

Toshikazu Takata, “Role of Mechanical Linkage in Polymer Systems: Tough Polymer and Topology-

Transformable Polymer”, Japan-Taiwan Bilateral Symposium on Functional Polymer 2015 JTBS2015,

Invited Lecture, 2015.9.2-5, fLi% (Invited talk)

G SR, v 2 Y ORGSR S b 7 B HERE &, A TR RIS TSRS, FRATRE,

2015.7.24, 4 d R (fFETE)

Toshikazu Takata, “Dynamic Molecular Systems Utilizing Chirality and Switch Functions of Rotaxanes”
(mZ2xHrDOXT7 VT 4 —L ALy FREZENT L2805 FAT L), FLFad—FT7 VT (—

2015 (MC2015), 2015.6.12-13, #  (A7E#E)

mHE, 8RR )~ — Ok s AR e U= Rl [EAB X OANLS VAT AICBITS

BRI AL © 0 FamiERfAR ) 5 95 H AL BEFER, HARRZH TGS v > /3%, 2015.3.26-29,

TRERMET (KEER)

EHAEN, BEEZX L5270y 7 aR) ~v— AIZE R RO AEEE & RePEHIE, & B S R AER Y ~—

MELA A TK,2015.8.16-17, BT L (FRF#R)

Toshikazu Takata, Intelligent Polymer Materials Characterized by Rotaxane Linkages, Yamaga

University International Commemorative Symposium of GMAP Center, Yamagata University,
2015.1.23-24, Yonezawa(Invited talk)

Toshikazu Takata, “Intelligent Polymer Materials Characterized by Rotaxane Linkages”, International
Commemorative Symposium of GMAP Center (Completion for Research Center) —Joint Symposium of
Research Center of NGAP(YUCOE(E)) ,2015.1.22-24, iR (Invited talk)

i AR, B EAE O TIE & B OTE I X 2R RHAIERL, i SR R R GE R, B AR RS PE T
FH0,20144E12 7191, TEEREEE M (RFRIGER)

AR, B AR Y v — Ok & FARm O —Z28 8 m AR EER m E TR e [ AR
DL AERBE~NDRELE XA Iy 7y MU — 2 O] 201445 F11aI0F 982 E RS @ S0 407,2014
125 14-16H, SR (FRAFEHRE)

EHER, B2 XY OEERZEER L T8 LWAERE R FOMEE, S H SN, T X M~ —FRaE
T KT,2014.12.04-05, B H T (fRAEHER)

e SR, SRR b A B @m0 FOa R & EM, & H S, KR Cifh s == —7 v 7 ¢ THEHT S
HH94[m1(5 2 KKRA 7 VKPR, 2014411 130, KT (FB#F#E)

Toshikazu Takata, Thermo-responsive Hydro Gels Networked by Rotaxane Cross-links, Toshikazu
Takata, Takayuki Arai, Keumhee Jang, and Yasuhito Koyama, Polymer Network and Gel 2014
(PN&G2014), University of Tokyo, 2014.11.10—14, Tokyo(Invited talk)

B SR, 286G & RS L AHEEE 0 TR O AL S 5 ] kBRI A - A HEIRF RS A
FREL DS W BB V— 2T LR T LA X,2014.11.5, BT (FER#E)

Toshikazu Takata, Chiral Rotaxane Catalysts for Asymmetric Reactions, Toshikazu Takata, MC Asia
2014, Peking University, 2014.10.29-31, Beijing(Invited talk)

Toshikazu Takata , Macrocycle Catalyst for Highly Efficient Hydroamination via Cavity-Threading of

Substrate as The Key Process, CRC International Symposium on Synthesis and Applications of
Functional Molecules and Materials Utilizing Biomolecules as a Motif., Hokkaido University 2014.9.30—
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47.

48.

49.

50.

Sl

52.

10.1, Sapporo (Keynote lecture)

G H PG, &0 FORERNENM — 7T 7 MEERmEMEE — T 287+ —7 2EEZRES, AL
FEKH, 2014.9.18, BT (EFHRRTE)

Toshikazu Takata, Click Polymer Synthesis: Polymerization and Polymer Modification Using Nitrile N

Oxides, Toshikazu Takata and Yasuhito Koyama, Polycondensation 2014, Tokyo Institute of Technology,
2014.09.8-11, Tokyo (Invited talk)

Toshikazu Takata, Daisuke Aoki, and Satoshi Uchida, Transformable Polymer Architectures Functioned
by Movable Linkages- Role of Rotaxane Linkage for Polymer Topology Change -, High Tech Polymer
Materials (HTPM) 2014, Chinese Academy of Sciences, 2014.7.1-4, Beijing (Keynote lecture)

e HAEFD, @5 F O @ IR IERE R AT &2 X2 D 0 Bl - DEARY v — OGRS - E S
0,15 59 F- 2 B RS 55 80 a] U B M X =y 0 T-2BRAh =, HARSYOE, 2014.6.13, N LT (FAfFRR{E)
AR, 7 & oAb - Z2hERE & SRR EE TR A RE ORI -, B S AL R B .
PR — A MERE 23 22,2014.6.5, il (FAFFETH)

EHER, 72XV O REERE - BRIZNE L O REUS -m H 2R, RIS i TPt S R sl
£,2014.5.2, KPR (FAFF#EH)

[S7)114= 8]

1.

10.

11.

12.

13.

14.

S, S EDIR AR T S 72 ) ) & 2 — T O EMICE T 2 EEGIRFSE, & 98 Al H ALFAE
Z4F432,2018.3.20, MG (FAFFEH)
Masanori Tachikawa, “Ab initio study of the effect of molecular vibrations on the positron-binding to
polyatomic molecules”, 8th Asia-Pacific Conference of Theoretical and Computational Chemistry
(APCTCCS8), 2017.12-15-17, Mumbai, India (Invited talk)
Masanori Tachikawa, “Path Integral Simulation for Hydrogen bonded systems: Protonic quantum nature
and its isotope effects”, 3rd Japan-Korea Joint Symposium on Hydrogen in Materials, Kyushu University,
2017.11.23-24, Fukuoka (Invited talk)
Masanori Tachikawa, “Ab initio theoretical study of the effect of molecular vibrations on the positron-
binding to polyatomic molecules”, 12th International Workshop on Positron and Positronium Chemistry
(PPC12), 2017.8.28-9.1, Lublin, Poland (Invited talk)
Takako Mashiko, Shuichi Hiraoka, Umpei Nagashima, and Masanori Tachikawa, “Theoretical study on
substituent and solvent effects for nanocube formed with gear-shaped amphiphile molecules”, The 9th
Conference of the Asian Consortium on Computational Materials Science (ACCMS2017), 2017.8.9-11,
Kuala Lumpur, Malaysia, (Invited talk)
Takako Mashiko, Shuichi Hiraoka, Umpei Nagashima, and Masanori Tachikawa, “Theoretical study on
substituent and solvent effects for nanocube formed with gear-shaped amphiphile molecules”, Frontier
Bioorganization Forum 2017, Academia Sinica, 2017.4.24-25, Taipei, Taiwan (Invited talk)
Takako Mashiko, Shuichi Hiraoka, Umpei Nagashima, and Masanori Tachikawa, Theoretical study on
substituent and solvent effects for nanocube formed with gear-shaped amphiphile molecules, The 5th
International Symposium on Dynamical Ordering of Biomolecular Systems for Creation of Integrated
Functions The University of Tokyo, Komaba, 2017.1.21-22, Tokyo (Invited talk)
Masanori Tachikawa, Path integral simulation on muoniated acetone radical, The 11th General Meeting
of ACCMS-VO, Tohoku University, 2016.12.21, Miyagi (Invited talk)
Masanori Tachikawa, Path integral simulation on muoniated acetone radical, The International
Symposium of Quantum Beam Science, Ibaraki University, 2016.11.19, Ibaraki (Invited talk)
Masanori Tachikawa, Path Integral Simulation for Hydrogen bonded systems: Protonic quantum nature
and its isotope effects, Thai-Japan Symposium in Chemistry, Chiang Mai University, 2016.11.15,
Thailand (Invited talk)
Masanori Tachikawa, Quantum Monte Carlo calculation of Positron-attached Polyatomic Molecules,
14th International Workshop on Slow Positron Beam Techniques & Applications (SLOPOS14),
2016.5.22-27, Matsue, Japan (Invited talk)
Masanori Tachikawa, The International Conference of Computational Methods in Sciences and
Engineering 2016 (ICCMSE 2016), 2016.3.17-21, Athens, Greece, Metropolitan (Invited talk)
Masanori Tachikawa, The Seventh Asia-Pacific Conference of Theoretical and Computational Chemistry
(APCTCC7) , 2016.1.25-28, Kaohsiung, Taiwan (Invited talk)
Yuki Oba, Tsutomu Kawatsu, and Masanori Tachikawa, International USMM &CMSI Workshop , Hongo
Campus, 2016.1.5-9, TOKYO, (Japan) (Invited talk)
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15.

16.

17.

18.

19.

20.

21.

Masanori Tachikawa, “T'BA”, Seventh Asia-Pacific Conference of Theoretical and Computational
Chemistry (APCTCC7), 2016.1.25-28, Kaohsiung, Taiwan (Invited talk)

Masanori Tachikawa, PACIFICHEM 2015, The International Chemical Congress of Pacific Basin
Societies 2015, 2015.12.15-20, Honolulu, Hawaii, (USA) (Invited talk)

Masanori Tachikawa, 6th JCS, International Symposium on Theoretical Chemistry, 2015.10.11-15,
Smolenice Castle, Slovakia (Invited talk)

Masanori Tachikawa, “T'BA”, The 8th Conference of Asian Consortium on Computational Materials
Science (ACCMS-8), 2015.6.16-18, Taipei, Taiwan (Invited talk)

Masanori Tachikawa, “First-principles calculation for positron binding to molecules”, International
Symposium of Computational Chemistry ICCMSE 2015), 2015.3.20-23, Athens, Greece. (Invited talk)
Masanori Tachikawa, “First-principles calculation for positron binding to molecules”, XIXth
International Workshop on Quantum Systems in Chemistry and Physics (QSCP-XIX), 2014.11.11-17,
Tamsui, Taipei, Taiwan (Invited talk)

Masanori Tachikawa, “Multi-component molecular theory for hydrogen-bonded systems and positronic
compounds”, 5th French-Japanese Workshop on Computational Methods in Chemistry, 2014.6.30-7.1,
Strasbourg, France (Invited talk)

(QEEIER)

1. HTBRH, AVAALTANFETT = OfaEIERNT & iR T~ 2 X7 EaBEORY A, AR ZE
¥ I —, 2018.1.22, Hiik (EAFH#E)

2. HTPER, BEILIEME SO D T & ~F 27 = OISR, IWERFEAERYE I —, 2018.1.15,
KR (FAFFa )

3.  Yoshikazu Tanaka, Minghao Chen, Shun Narai, Naoki Omura, Naoki Shigi, Min Yao, Investigating a
novel tRNA thiolational modification mechanism involving an [4Fe-4S] cluster, 2nd Joint International
Symposium of NSRRC and IPR, 2017.12.6-7, Taipei, Taiwan (Invited talk)

4. HYPERH, /& 4dMDa OEREABESGERANEL T = OfEd~DOEAE O, JSTACCEL 7'r ¥ =
7 b TESF o FAREERNT ) ARV RY 7 A, 2017.10.31, BT GRRR#EH)

5. HTERM, /»f& 4MDa DEREAESAERANEY T = DR ~DEHEOE
BTl VT s Fa—T@BO RS ARY T A, 2017.6.9-10, FLIE (FBRRER)

6. Yoshikazu Tanaka, Pore formation mechanism of staphylococcal pore forming toxin, Max Planck
Institute of Molecular Physiology Department 3 Lab Retreat Seminar, 2016.10.9-12, Germany (Invited
talk)

7. Yoshikazu Tanaka, Molecular mechanism of staphylococcal pore forming toxin, = Hokkaido University
/ Pusan National University Joint Symposium 2016, 2016.3.8-9, Busan, Busan, Korea (Invited talk)

8. HPEF, XMHEmMEMITICE YOI EET N o ERE ORRFLIERL R R & 0 E O WL i,
AEPEMETEET WFZES TR 27 L OBERERY - MERIRTS ], 2015.9-1-2, [l (FAFFHTH)

9. HTER, WFKE, ERFA, &1, MRELZ, Pk, Molecular mechanism of pore forming toxin from
Staphylococcus aureus, %5 15 [A|H AR HERFEMFS, 2015.6.24-26, ST (FARFH#EEH)

10. HAEF, IWFRE, WRFA, ©1E, fRAR, PR, gkBE, MabEiiric i v o hcR o728
07 R 0 BRE HORIBEILE AR 02y THME, BHR v RY v A, 2014.9.3—5, WM (FRF#E)

[SFIBEF]

1. Masahide Terazima, Reaction Dynamics of Photo-induced Protein-DNA Interaction
Trombay Symposium on Radiation & Photochemistry, 2018.1.3-7, Mumbai, India (Invited talk)

2. Masahide Terazima, Time-resolved diffusion technique can detect conformation dynamics of photosensor
proteins, Asia Oceania Conference on Photobiology, 2017.11.12-15, Seoul, Korea (Invited talk)

3. Masahide Terazima, Light induced heating and volume changes to reveal protein reactions
9th International Conference on Photoacoustic and Photothermal Phenomena, 2017.7.16-20, Bilbao,
Spain (Invited talk)

4. Masahide Terazima, Transient fluctuations during protein reactions detected by time-resolved
thermodynamics, 9th Korea-Japan Seminars on Biomolecular Science, 2016.11.14-16, Gyeongju, Korea

5. Masahide Terazima Advanced light sensing natural proteins that can detect light intensity, Asia Pacific
Society for Materials Research, Sun Moon Lake, 2016.8.11-14, Taiwan

6. Masahide Terazima A biosensor to detect inter-protein interaction and domain-domain interaction,
International Conference on Small Science, 2016.6.25-29, Prague, Czech Republic

7. Masahide Terazima , Spectrally Silent Dynamics of Photo-induced Protein-Protein Interaction Change
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10.

11.

12.

13.

14.

15.

16.

17.

18.

Trombay Symposium on Radiation & Photochemistry & 6th Asia Pacific Symposium on Radiation

Chemistry, 2016.1.5-9, Mumbai, India

Masahide Terazima, How to detect photoreactions of proteins: Blue light sensors, International

Workshop on Radiation and Photochemistry, 2016.1.10-12, Pune, Inida

Masahide Terazima , Conformation changes and water-protein interaction change for function of

proteins, PACIFICHEM 2015, 2015.12.15-20, Hawaii.

Masahide Terazima, Time-resolved detection of inter-protein interaction during protein reaction,

PACIFICHEM 2015, 2015.12.15-20, Hawaii

Masahide Terazima , Time-resolved detection of light induced heat during protein reactions, 18th

International Conference on Photoacoustic and Photothermal Phenomena, 2015.9.6-10, Novi Sad, Serbia
(ARG TH)

Masahide Terazima, Compressibility and reactivity of a protein reaction, 19th Symposium on

Thermophysical Properties, Boulder, 2015.6.21-26, Colorado U.S.A.

Masahide Terazima, Sensing of Protein Reactions using pulsed laser based transient grating,

Frontiers in Optics 2014/Laser Science XXX (FiO/LS) meeting, 2014.10.19-23, Tucson, USA

Masahide Terazima, Photosensing reaction dynamics of flavin proteins: Phototropin, 16th International

Conference on Retinal protein, Nagahama Royal Hotel, Japan, 2014.10.5-10

Masahide Terazima, Conformation change of a flavoprotein for signal transfer: phototropins, 18th
International Flavin Symposium, 2014.7.27-8.1, Thailand

Masahide Terazima, Time resolved measurements of thermodynamic properties during chemical
reactions of bio-molecules, Thermophysical and mechanical properties of advanced materials, 2014.6.12-
15, Cesme-Izmir, Turkey (Keynote lecture)

Masahide Terazima, Time-resolved studies on protein reactions toward biological function, The Second
KYOTO-BRISTOL Symposium, 2014.1.9-10, Kyoto, Japan

Masahide Terazima, Spectrally Silent Dynamics of Photo-induced Protein-Protein Interaction, Korean-
Japan Bilateral Symposium on Frontier Photoscience, 2013.11.24-27 (Invited talk)

(k]

1.

10.

Akira Naito, Photoirradiation and microwave irradiation NMR spectroscopy. Application to
photoreceptor retinal proteins and liquid crystals, Taiwan-Japan Biomedical Symposium on Magnetic
Resonance, 2017.10.15-17, Tainan, Taiwan (Invited talk)
Akira Naito, Microwave heating mechanism of liquid crystals as revealed by microwave irradiation NMR
spectroscopy, Magnetism and Magnetic Materials, 2017.10.9-10, London, UK (Invited talk)
Akira Naito, Pressure and photo induced structural changes of photoreceptor proteins as revealed by
solid-state NMR, IMBP2017, 2017.8.20-24, Kyoto, Japan (Invited talk)
N, ~ A 7 m i KOEREEENMR OBRSE & kit KON RS 7 E~DlsH, % 61 |1
[ & NMR « #78t7 +—Z & B L2 7ERT,2017.5.12, A (FAFFaEE)
Akira Naito, Microwave irradiation solid-state NMR spectroscopy to reveal microwave heating and
energyflow mechanism of liquid crystals, The 7th Asia Pacific NMR Symposium, 2017.2.16-19, Bangalore,
India (Invited talk)
Akira Naito, High resolution solid-state NMR spectroscopy. Development and application to structural
biochemistry, 5 55 [l NMR &<, 2016.11.16-18, /5 (CReillGw{H)
Akira Naito, Y. Makino, K. Oshima, Y. Otani, A. Shigeta, I. Kawamura, T. Okitsu, A. Wada, S. Tuzi,, T.
Iwasa, Photoreaction pathways of bacteriorhodopsin and its mutants as revealed by in-situ photo-
irradiation solid-state NMR, ICRP2016, 2016.10.2-7, Potsdam, Germany (H8EF)
T. Nagao, D. Mishima, N. Javkhalantugs, J. Wang, D. Ishioka, K. Yokota, K. Norisada, I. Kawamura, K.
Ueda, A. Naito, Structure and orientation of antibiotic peptide alamethicin in membrane environment
as revealed by chemical shift oscillation analysis of solid state NMR and MD simulation, ICBRBS2016,
2016.8.21-26, Kyoto (Invited talk)
Akira Naito, Photoreaction pathways of photoreceptor membrane proteins revealed by in-situ photo-
irradiation solid-state NMR, 2015 International Chemical Congress of Pacific Basin Society (Pacifichem
2015), 2015.12.15, Honolulu, Hawaii, (USA) (Invited talk)
Akira Naito, Yoshiteru Makino, Hiroki Yomoda, Yuya Tomonaga, Tetsuro Hidaka, Izuru Kawamura,
Yuki Sudo, Akimori, Wada, Takashi Okitsu, Naoki Kamo, Determination of photo-intermediates and
photo-reaction pathways of photoreceptor membrane roteins by in-situ photo-irradiation solid-state
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NMR, The 6th Asia-Pacific NMR Symposium, 2015.8.14, Hong Kong, China (Invited talk)

11. PEES, FEAR NMRIC L DPIHE 7T N OAERERS A & A AR fEHT
%15\ AAREAEMFERFER, 2015.6.26, T8E (FBFAFREE)

12. WS, JHE-EEO MY, B4 B9, N. Lavkhlantugs, JTEEIESE, BHEE, JIAH, B Sk, b
H—%%, ‘MK NMR & TEM IZX 5t MLy h=128 057 2 v A MM & BLEHRE OB, 25 53
[l NMR fifis, KBRKFar_o v a vt 2 —, 2014.11.4-6, KK AR &)

13. Pjkan MHEFFHE, BEHZCHEAE, WHHEEAR, IR, WEEE, fE e, ZUREEs, INSEEms, tRRETE%
NMRIZ K DI RE S 23 7 E O RISHERE ORI 55 87 [l H AR L2 K%, 2014.10.15-18, [E]SLHL
HE B, R (R4S R

14. A.Naito, Y. Makino, H. Yomoda, Y. Tomonaga, T. Hidaka, I. Kawamura, Y. Sudo, A.Wada, T. Okitsu,
N. Kamo,“detection of photo-intermediates of microbial sensory rhodopsins by in situ photo-irradiation
solid-state NMR”, 16th International Conference on Retinal Proteins, 2014.10.5-10, Nagahama,
Japan(Invited talk)

[HHER )

1. HUHER, GEMERORhEIRBRIC X A I 7 2D EEHERZ B L C, & 32 F&E Ry FRPEtE I
—, 2018.2.20, P (17 H)

2. HUHER, BEMEROSUGH A F I 7 A& LR rTRE R GHR FIE ORISR LIS, L REEERbFRgES - P RRIL
FORHIRR, 2017.11.16, FLIE (FAFF#TE)

3. HHER, WHERT v v VEEAERFIECL D NMET T T OAEDOETZ R LF—DREI LIED
EOEEFHE, V7 - A X2 bOFERY, 2017.8.30, 2 (AR

4. Masahiro Higashi, Toward quantitative understanding of excitation energy transfer in light-harvesting
complexes, The 9th Conference of the Asian Consortium on Computational Materials Science,
2017.8.11, Kuala Lumpur, Malaysia. (Invited talk)

5. Masahiro Higashi, Theoretical investigation of excited-state reactions and properties in condensed
phases, RIS FEBELRERIE PG AU AW oy 1 BRI RERETEEE, 2017.8.7, #iir i, B (Invited talk)

6. Masahiro Higashi, Theoretical analysis of regio- and stereoselectivity of new organic reactions,
International Symposium on Pure & Applied Chemistry 2017, 2017.6.9, Ho Chi Minh City, Vietnam
(Invited talk)

7. Masahiro Higashi, Theoretical investigation of excited states of pigments in the light-harvesting
antenna, Kickoff To Explore The New Field Of Molecular Soft Matter, 2017.3.14, Bangkok Thailand
(Invited talk)

8. HHEKR, FH AN DK - (L E RO AEA, IQCE S TE L TR A{LFE ORI
2016] ,2016.11.19, HX (FAREETH)

9. Masahiro Higashi, Theoretical analysis of site energies and their fluctuations of pigments in the light-
harvesting antenna, The 9th Korea-Japan Seminars on Biomolecular Science, 2016.11.14, Gyeongju,
Korea (Invited talk)

G/ RRTEED

1. AEH, MlasR S o7 B omENE, KR E B ENERTE 2 —  SPring-8 Jedinfll k7 —
7 a7 [SPring-8 2RI 2 EABEMEEMFAIIFEOHIR & FfK ) |, 2017.8.3, Osaka (FF53#{H)

2. RAEH, ABRICEERT 2 ¥ T BRERALEAN, AT 1 AT xRy, A 0Ty 7 AR, 2017.2.15, K
P i3 2 X

3. RGN, BEAHRET 20 W N B ORIEREERT, KR EBENERTE X I — TG 4
ETLEAERRICE T 5 ARMIREE] | 2016.3.1, H T

4. FER, ME OIS ES A T 7 2O EEREAEBIMENT, o FERICE S AR#RER Yy hU—27 X
A F 7 2O, % 1 RS E B S AT SERT, 2014.12.14, FESAFAE) I (FAFFER)

5. IR, USRI 2EIRORRT, 5 1 Bl TEIRORkT & iRe ) 5 F0T9E%, 2014.9.29, B E, Eik (FfF
afE )

(@S ELED|

1. Nobuaki Matsumori, Integrated analysis of membrane systems, International seminar on biophysics and
chemical biology of biomembrane and lipid bilayers, 2017.10.9, Osaka (Invited talk)

2. Nobuaki Matsumori, NMR and Fluorescent Studies of Lipid Rafts, 9th Korea-Japan Seminars on
Biomolecular Sciences: Experimental and Simulations. 2016.11.14, Korea (Invited talk)

3. RREW AT, IBFET 7 MNEAFEEOMAZ BIE LA 7 0 I OB L O NMR H i

B, BAMLFEE 96 HFHF2,2016.3.24, FAT (RFEER)
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4. RFEV], BEEICK T 28005 E), #iE 2O AEMNEST, Eabit I —AKEEoEmis,
2016.3.3, "R (FfFaTH)

5. Nobuaki Matsumori, NMR studies of lipid rafts, Pacifichem2015, 2015.12.16, Honolulu, (Invited talk)

6. Nobuaki Matsumori, Small molecule interactions with membrane sterol, Pacifichem 2015, 2015.12.17,
Honolulu (Invited talk)

7. BFREWY, IFEZ 7 MBI DIEE S FOBEREE X OEMT, 8 88 MIH AL FERET+—T 4,
2015.12.3, #7 (FBAFF#TE)

8. FREY, REROME ST, 5 33 EILMNarA FarFky s, 2015.11.21, @k (FBEEEE)

9. REV], FHEKE, IBEZ 7 Fo NMRET, 5553 0 H ALY 2FER, 2015.9.14, &R (FEFF#E)

10. BZR{EM, NMR (2 & 5 AR b ON AR ZEBE R B OfffT, B ARAAESERR2,2014.10.15, HUHR (3
TGt )

[#EEmMIEX]

1. Masafumi Yohda, Assembly of encapsulin nanocompartment from Rhodococcus erythropolis N771 and
encapsulation of a guest protein, THE 15TH INTERNATIONAL CONFERENCE on QiR (Quality in
Research), 2017.7.26, Bali, Indonesia(Invited talk)

2.  #® T HMWIEX, Protein folding mechanism of group II chaperonin, 5 44 [A] K5 7Rl #51m5,2017.6.23,
FKH (R

3. Masafumi Yohda, Functional expression of olfactory receptors in yeast for the development of odorant
sensor, International Symposium on Biomeiomedical Engineering 2016, 2016.5.31, Indonesia
(Invited talk)

4. Masafumi Yohda, Hiroshi Sekiguchi,Ayumi Nakagawa,Yohei Yamamoto,Toshihiko Oka,Kunihiro
Kuwajima,Yuji C. Sasaki, Dissection of the ATP-dependent conformational change cycle of group II
chaperonin, Japan-Italy Joint Symposium, New Trends in Science and Engineering of Enzyme and
Microbiology for Sustainable Society, 2014.11.6, Nara (Invited talk)

5. BEMIEX, v—7x  AHGOME « BUE - KK, 2014 FEAM LT T +—F 5 DESEEINC X 287

XA FT 7 ) a—] [ 2014.7.25, BiE (PR

A02 : BhURkFF ORI
[Hr e —]

1.

10.

11.

12.

Bl —, NV EF ) Ty VBRI LD A - LI F OB TEAERORINEZ BIEL T, EmEE R
é\ﬁﬁ/kjt/\ (ConBi02017), 2017.12.6, #/7 (FAFfi#EH)

BIsE—, NLE AR BEF 77 ny 72Xy FEEKT / iEofIt, 5 6 i CHUBU &&=,
2017.9.29, &% (A7)

Bitse—, NLZUARIEF ) 7uy 7IZE 580 FEEERT /HEDRIR, A A THE RV T A,

2017.7.3, a1l (FAFFRETE)

AR, /INREHL, ﬂ@ﬁ#m , ZUNTEF T a sy IR DA E R

%517 [l A AR BRI P SH S, 2017.6.20, e (FRREE)

Btz —, NI //\7’27“/ 7w v 7 (PN-Block)IZ & % H CAlfk LB/ + 7 / MEE S ROAIN, % 17
[V e Fa—TBYFEEY VRY T A, 2017.6.10, AL (FBF#RH)

ARES IR, NREAM FT T —, Z N7 E T 7 ay 7K 2BIBRFREEER, AARLFERE 97 FBF4E
£:2017.3.16, ik (47 4#.%(?-3)

Ryoichi Arai, Self-assembling supramolecular nanostructures created from de novo protein nanobuilding
blocks, 11th Annual Symposium on Nanobiotechnology 2017, 2017.2.28, Kawasaki, Japan (Invited talk)
#iitse—, NLE /78S 7my 2 (PN-Block) (2 &% HCMMILESS T/ EEE ORI © “x
F A 7r PRI AT TR 28 RS 3 BIEILKY:T =27 M7 v 7 E37)—,2017.2.3, EL (FAFF
LAY

AR, ARA AR, BT e — BHETS/ 7uav /I J: D270 B A LY IEE SR
AL BT ORIA % B iR LT S 39 6] B ARy 1AW F 4 42,2016.12.2,  (FRFF#TH)

ANNER W N L ﬂ?ﬁ'#/u , NLE NI BTy 7 CRALTIo 17 / EE G IR ORGSR, 5

54 [A] B AR A=W B ,2016.11.25, O AE (AT

Naoya Kimura, Naoya Kobayashi, Ryoichi Arai, Self-assembling supramolecular nano-architectures
created from de novo protein nano-building blocks, % 68 [a] B AW T ¥ K%, 2016.9.29, F (L (Invited
talk)

Bise—, ZRTEF T a7 8D OB S FES ORI, 5 48 I FTF FEOMIR
2, 2016.8.1, \E+F, HEHA (FRfFEEH)
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13.

14.

JNARIEL L, R AT MWK, B H 22—, Self-assembling supramolecular nanostructures created from de novo
protein nanobuilding blocks, 77 FWMIFEE HEHEHE D T DAL, 2016.6.28, [MilE, = (FBRFERH)
JNARIELM, A IR, BT s —, ATLERET 7 71 v 7 (PN-Block)Z & % B Uik LT/ fEdE AR . x4

A Z517 B~ T % 16 Bl EAE AERF5HF2,2016.6.9, &M (FBRHRHR)

CIESTRPN |

1.

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

Ryota Iino, Single-molecule dynamics of natural and engineered molecular motors

The 5th International Symposium on "Dynamical Ordering & Integrated Functions, 2017.1.21-22,

Japan(Invited talk)

Ryota Iino, Watching dynamic motions of biological molecular machines, 7th RIES-Hokudai

International Symposium, 2016.12.12-13, Japan(Invited talk)

BETSER, ~A 781« F ) TAAL ZE PN 151 - LRG3 AEHAlL, MNC2016 Hifiz I+ — I+

A 7w s F S A HAORATR] |, 2016.11.8, 5UH (FEFFHH)

Ryota Iino, Intermediate states during the stepping motion of kinesin-1 revealed by high-speed single-

molecule imaging with gold nanoprobes, 4th Kanazawa Bio-AFM Workshop, 2016.10.16, Japan (Invited

talk)

RBFSEKR, &F /) T —T CEEGTOERNT A F I 7 A58, 5§ 25 BINA FA A=V 7R E

BUURTVT A, 2016.9.6, 4l E (FRFRER)

Ryota Iino, Direct observation of intermediate states during the stepping motion of kinesin-1

Biophysical Society Thematic Meeting: Engineering Approaches to Biomolecular Motors: From in vitro

to in vivo, 2016.6.15, Canada (Invited talk)

Ryota Iino, Direct observation of intermediate states during the stepping motion of kinesin-1

8th Japan-Korea Seminars on Biomolecular Science: Experiments and Simulation, 2016.2.15, Aichi

(Japan) (Invited talk)

Ryota Iino, Single-molecule analysis of new molecular motors hydrolyzing crystalline polysaccharides,

Pure and Applied Chemistry International Conference 2015 (PACCON2015), 2016.2.10, Bangkok

(Thailand) (Invited talk)

Ryota Iino, Dynamics of linear and rotary molecular motors revealed by gold nanoprobes

Pacifichem 2015, Technical Symposia. Physical, Theoretical & Computational: Interplay between

Chemistry and Dynamics in Biomolecular Machines, 2015.12.16, Hawaii (USA) (Invited talk)

Ryota Iino, Single-molecule high-speed imaging analysis of ATP-driven molecular motors,

% 53 A AES T R Y v & [Formation of spatiotemporal dynamic ordering mediated by ATP

hydrolysis] , 2015.9.14, Kanazawa (Ishikawa) (Invited talk)

Ryota Iino, High speed single-molecule measurement of conformational dynamics of molecular motors

probed by gold nanorod, International Symposium on "Studying the Function of Soft Molecular Systems",

2015.7.10, Tokyo (Japan) (Invited talk)

Ryota Iino, Dynamic motions of individual molecular motors, IMS Asian Internatiional Symposium

"Supramolecular Dynamics at the interface of Chemistry and Biology", 2015.6.12, Aichi, Japan (Invited

talk)

fREFSER, Bl ATPase ([ K D4 A Ok a B 2 5, i ifss Y X7 BRNEO 7 a b i

BEZD], Mgz 7 7 LAty H—,2015.4.21, [IF (GRFFH#E)

¥ e K, AEAREHRES 75— F — OB A 7 = X,2015.3.26,  (FAFFR#ETEH)

REEKR, & /) Ta—T TRLIENRDTE—F—DX AT I 7 A, BRLFES F 95 BEFES TEHE

B R Y T A finfs (HAKRT) 2015.3.26-29  (FifFa#TH)

Ryota Iino, Watching dynamic motions of individual molecular motors with gold nanoprobes

Pure and Applied Chemistry International Conference 2015 (PACCON2015), 2015.1.22, Bangkok,

Thailand (Invited talk)

B, ERYyFE—2—% WD T AD, VR T TN TR A 27— UHEERERE |, FHEBRE,

2014.12.13, H#S (FAF5RETH)

BTN, &F ket ey ReEHWERS FE—F—D~A 7 afb 1 55 15H

AR (o153 B TRV —2rvay”, Moy 77 LAy X —, 2014.12.12, [T
(FAfrafTE)

Ryota Iino, Single-molecule imaging analysis of molecular motors, The 7th Korea-Japan Seminars on

Biomolecular Sciences,2014.11.27, Seoul, Korea (Invited talk)

BB ER, ARG FE—F =X AT I 7 A0 1 05130 ST & B TR & OWZE2 BHE LT, TCCI 2
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21.

22.

23.

24.

5 [EIffFges:, W=7 7 Lo Ak v 2 —,2014.10.17-18, iR (GHERR#ER)

£ 8 7= A, Importance of membrane pumps and channels: an introduction, %5 52 B4 EIZSES T v

AT v 2 "Which is important for biophysicists, pump or channel?” fLIE = > X v a & & —,

2014.9.25-27, FLIR  (FRAFEE)

BFER, 10 FrHEM AR F~ Y V AT T OB EEH{RD - EZD

% 63 [Elmmrfatime S14. "B & "0 & 5 A CAFk LA EE - BIRISE - 22 =3B ORRET - #ERE - ISH O

ATER, BIRKT, 2014.9.24, Bl (BEF#HBE)

Ryota Iino, “Motions of individual biomolecular motors probed by gold nanoparticle and nanorod

International Symposium on Small Particles and Inorganic Clusters (ISSPIC XVII). 2014.9.10, Fukuoka,

Japan (Invited talk)

BREFSER, MEZHPEHAR S 73~ A 70T A X, 8 9 Bl T U AR—F—FRBFERI TRV T A
[F v Kb b T RAR—F —HFIEOHRATHR 2 BEREFEANR - AIZE) ) A R KY 2014.6.14, 42 (3

FFRATE)

25. P SE R, DNA 28 X551V —/b, 5 66 Bl A AMlRAEM TS RET R YU L RBIEH%Z 5% DNA
DELEV , BEEHARE, 2014.6.12, /KR (FFF#E)
[ A=)
1. Yuki Ohishi, Tetsuhiro Yoneda, Kentaro Masuda, Hajime Abe, Masahiko Inouye, Development of Cage-

Shaped and Three-Armed Molecules with Pyridine—Acetylene—Phenol Units as Artificial Saccharide
Receptors, The Second International Symposium on Toyama—Asia—Africa Pharmaceutical Network
2017.9.25-26, Jinan, Chaina (Invited talk)

2. HEEE XU RXIRAWELTOEE~Y INAVLXTF ROAIH, 8 34 0l A¥ERbZEE 35—,
2017.9.17-20, @R (FFFATE)

3. HLE, TEIES 7AXF=A1X7 LATF Fnb725 N1 DNA OFIH & ERRE IR KOS ~DER, H
RACFEE 97 FFAFS, 2017.3.16, HRUT (RHIR I H)

[ EEppEst]

1. Takafumi Ueno, “Design of Bioinorganic Materials Constructed by Coordination Chemistry”
6th Asian Conference on Coordination Chemistry, 2017.7.25, Melbourne, Australia (Invited talk)

2. Takafumi Ueno, “CO Releasing Bioinorganic Nanomaterials for CO Gas Biology”, The International
Advanced Drug Delivery Symposium 2017, 2017.4.6, Taipei (Invited talk)

3. _LEFFEN, T4 7 7 — VHORE BEENT X 2 AEKEEE OBIRRR S 97 1 A AL PR A TES Fle
B [A 7Y > FE MR - BRIFTERIC T 5 4AEmR & N TROH ]

BEIERY:,2017.3.16, Ml (Fei/l i)

4. LEEpRES, @ fRURREE Tk & X BEGRBERE DL 51 [BlE R ALRE G R RS, b
WRE R, 2017.1.19, JLifEE LI (Keynote i#H)

5. Takafumi Ueno, “In vivo functions of organometalloproteins”, 5th Symposium on Advanced Biological
Inorganic Chemistry, 2017.1.8, Kolkata (Invited talk)

6. Takafumi Ueno, “In Vivo and In Vitro Bioinorganic Functions Designed within Ferritin Cage”,
8th Asian Biological Inorganic Chemistry Conference, 2016.12.6, Auckland
(Invited talk)

7. Takafumi Ueno, “Multi-bioinorganic Functions Designed within Protein Cage”, Japan-Korea-Taiwan
Bioinorganic Chemistry Symposium 2016, 2016.9.30, Okazaki (Invited talk)

8. Takafumi Ueno, “Biosupramolecular materials designed by protein assemblies”, 2016 International
Symposium on Polymer and Related Materials, Harbin Engineering University, 2016.7.10, Harbin,
China (Invited talk)

9. Takafumi Ueno, “Protein Crystals for Designing Biohybrid Solid Materials”, 8th Japan-Korea Seminars
on Biomolecular Science: Experiments and Simulation, IMS, 2016.2.17, Okazaki, (Invited talk)

10. Takafumi Ueno, “Design of Protein Assemblies toward Biohybrid Solid Materials”, The 8th WPI-AIMR
Joint Seminar, AIMR, Tohoku Univ. 2016.1.29, Miyagi (Invited talk)

11. Takafumi Ueno, “CO Releasing Proteins as Bioinorganic Tools for CO Gas Biology”

Frontiers of Iron Chemistry in Biology #268) /Pacifichem 2015, Regency I (Royal Hawaiian), 2015.12.16,
Hawaii (Invited talk)
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12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

REpRESE, ARKRERELE LT X o]y iR, #2508 H AMRS_A CAHREARE & 2 OBEREXTIL, 1k
Yrxf, 2015.12.8, M (JEFHGRETE)

REPPES, NA A I R TOVEOGR A B & 3 D R R E OMRERGT, B 10 IAM A IRT V- g U
—7 a7, 2015.12.6, FRKRY  (GEFHRHEE)

Takafumi Ueno, “Metal Carbonyl-Protein Materials for Carbon Monoxide Delivery in Living Cells”

10tk China-Japan Joint Symposium on Metal Cluster Compounds, 2015.10.25, Fuzhou, China, (Invited
talk)

Takafumi Ueno, “CO-releasing Organometallics in Supramolecular Proteins”, 17th International
Conference on Biological Inorganic Chemistry, 2015.7.23, Beijing (Invited talk)

Takafumi Ueno, “Protein-based Supramolecular Coordination Materials”, Supramolecular Dynamics at
the Interface of Chemistry and Biology, IMS, 2015.6.13, Okazaki (Invited talk)

Takafumi Ueno, “Bioactive Organometallics in Supramolecular Proteins”, The 2nd CMS International
Symposium— Cutting-edge Technologies of Biomaterials and Bio-relatedMaterials Based on Well-defined
Molecular Systems —, Tsinghua Univ., 2015.6.6, Beijing (Invited talk)

Takafumi Ueno, “Protein-based Supramolecular Coordination Materials”, The 2nd CMS International
Symposium— Cutting-edge Technologies of Biomaterials and Bio-relatedMaterials Based on Well-
defined Molecular Systems —, Kyushu Univ., 2015.1.20, Kyushu Univ. Fukuoka, Japan (Keynote
lecture)

Takafumi Ueno, “Designing Dynamic Function of Protein Assembly”, The 3rd International
Symposium on Dynamical Ordering of Biomolecular Systems for Creation of Integrated Functions,
Nemunosato, 2015.1.11, Mie, Japan

Takafumi Ueno, “Bioinspired Inorganic Materials of Protein Assemblies”, 7th Asian Biological Inorganic
Chemistry Conference, Gold Coast, 2014.12.2, Australia,

Takafumi Ueno, “Bioactive Organometallics in Supramolecular Proteins”, The 2nd Japan-UK Joint
Symposium on Coordination Chemistry, Chuo Univ., 2014.9.18, Tokyo

Takafumi Ueno, “Design of Confined Space of Protein Assembly”, The 3rd International
Supramolecular System Symposium, 2014.8.26, Changchun, China (Keynote Lecture)

(i)

1. il KEG#EZE7 v E U YR G RGO 77 76 & il > 2 7 Z 2B 5098, B RBIE 25 89
a1 K4x, 2017.9.14, L ORFEE = BER#EEH)

2. Jlfh, KEGEOBERIBIAESIRO S TG L BEA 1 =X 5, 2016 £ ENCEAHEATAFZE S THG
Ja s AT AL E D XA I A4, 2017.83.27, =BT

3. Jlfh, KIBEYOAROBERIBIA & E O FIEIC I 5 Rk R o &E, WM~ Z 7 A2~ 50 JFAET
R [DNAEBOWE - BIE - £k~ LERMNS = E4F ) LEHL~] 2016.12.21, &R (1
R

4. WFLAER, BORME, )N ERE, L, KBEREEOERE S oriC E TS 2 DnaA £ &iE 0Ok
BEENRE ORI, AABEHEE 88 HKE YL F UV —U—r v avr -WEED BP BEZEMEEND,
2016.9.8, =& (RfFHHH)

5. FIUfh, KGEOYROEERES oriC 128 5 DnaA EEEKOZ A F I 7 A, AAELZES 5 18 (AR
K UV—rvay 7 TAEDEICHE S DNA EHREEE O Dynamics) , 2016.8.27, HEUESH BIX (FEfw#H)

(EEFANEFRED |

1. MEE T, AT XS RNA FERE OB & 6, 75T >R YD A 2016,2016.5.27, [MIRFGALE
A 1)

2. ML, NIERREZ AV RNA T OBE & FIEEOBIR, % 160 (014 & RS K E KGR
£2,2016.5.11, 4 dT ERF#ETE)

3. Yukiko Kamiya, Fluorescent monitoring of intracellular trafficking of siRNA, 9th International
Symposium on Nanomedicine ISNM2015), 2015.12.12, Mie, Japan(Invited talk)

4. MBS, BB E R0 N TR Z V72 RNAL #E O BLfiE & S1ERE siRNA OBE%S
%13 | BB Y=Y T AV AR T Y A —HEEHMSE & 2 E OFcE —, 2015.10.19, A E (1
FERHEH)

5. fMHREA T, JHISEM DNA 731 2% W8 a6 RBZHIET 2 N T2 A7 AOB%S

EE&SEMTER e 7 m Y= b I FERICES S ARBRE~DELE L XA T I v IXy P U—T D
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B | 2014 4EFE5 1 BIFZE4, 2014.12.14, 58 (R

6. Yukiko Kamiya, Photoregulation of gene expression with functional oligonucleotide involving
azobenzene derivatives, 7th Korea-Japan Seminars on Biomolecular Sciences:Experiments and
Simulations, KIAS, 2014.11.26, Korea

7. B HA T GEE AR RR, G AL R B E E R B2, FERRER AR ON LB OE
AIZ &% siRNA O Egielt, 7o F A - Bind « 7T U ANV =T RP T L 2014.9.9 (FEFF#ET)

(e K]

1. HEEEEK, VFULAL A EMORGEEAMME : 7/ Fx o3 vam b OREBREER S T O, % 103
[ FrEEMAE IR, 2018.4.24, KK (FARE#HH)

2. Sota Sato, "Chemistry of Cyborg Supramolecules: Approaches to Biomolecular Science Taking Advantage
of Artificial Biomolecular Interfaces", The Chemical Society of Japan, The 98th Annual Meeting, Nihon
University, 2018.3.22, Funabashi City (Invited talk)

3. Sota Sato, "Development of Dynamical Ordering of Artificial Molecules by Mimicking Biomolecular
Systems", Dynamical Ordering of Biomolecular Systems for Creation of Integrated Functions The 6th
International Symposium, Hamamatsu Act Tower, 2018.1.21, Shizuoka (Invited talk)

4. PEBEEKZ R IEENLT EHLADLERD TS T O, SEST2017 2 = RV 7 A TR T
LD FmE R ) RO LR, 2017.11.4, HULER (A&

5. VEREEAR, "EIRRFHEIC L 0 Bk L7e A R— a1, BRbFES B 9T BEFER,

BEHEFREA AR, 2017.8.16, RELLHT (FBFRETH)

6. Sota Sato, "Biomimetic Spherical Complexes Constructed by Dynamical Ordering”, (¥f#i##)
Symposium on Chemistry and Materials 2017, Institute of Multidisciplinary Research for Advanced
Materials, Tohoku University, 2017.3.7, Sendai (Invited talk)

7. PEEEREK, "Thiebo00% INMR & W ROGEBR 2 FEEEOISHE ", B AR5 6 18] CSI (b7 =
A H 2016, # T —R— LR, 2016.11.14-16, Bt (FBEA1F#H)

8. ERESAK, "ERIEEAD ] b R/ D 7 VAT AR S OIRER", 74T AREHFZEES S 9 (A
VURV YA, SRR, 2016.10.7, 4R GERRER)

9. Sota Sato, "Carbon-rich active materials with macrocyclic nanochannels for high-capacity negative
electrodes in all-solid-state lithium rechargeable battery", ik 28 4L FRFH RIS,
WhEBIE K, 2016.9.10-11, WhE T

10. Sota Sato, “Biological Functions Implanted in Artificial Supramolecules”, 43 FAii7E2 B &AM FF
o X —, MIEHE AL A A = 2k #—2016.2.15-17, [l

11, EEEK “BERGTOREGK ~EbALorHEEMsz 5~ 7V hi— - Vb= MSH¥# I,
TKP 77— > 7 4 Kk, 2015.11.26, i (REF#RIE)

12. £ K, “Hierarchically Self-Assembled Metal-Organic Complexes as Fusion Materials”, Fusion
Materials Symposium 2015, HFK5, 2015.9.19, FH  (FARF#EH)

13. R, “KREBIRFEFEBE D TOEMRE T NA A~DOIEA”, AARKESFILKIEME 5 14 BULZERA T
et X I —, WALRFHRAEE, 2015.9.5, (AT

14. TR, "WEECAPESE RO B DML AR E NMR @i~ BBy T-iFifst s T8R4 4 2 b
HEREE R OREEE L HERBE B BN LI 31T 2 BE R EIAF FE D BUIR & RS- |, B REI AT SR [l = o
7y Ly Aty H—,2015.3.15, [T (GRERER)

15. FEBEREAR, "mEERET 50 FXT U 7, HEEEMIE T e Y e 7 b R EE D < AR RE A~ O
LEEXATIv IRy MU= OfEH] | 2014 FEF 1 [BIGERE 3 EDFES D) |, EER SR
T, 2014.12.15, AT (FARE#EH)

16. LR, "E R AEERIREE AR O B CHRR LA R, $EAMEE FOSARE - FALSEE 6 Mg, R
JERF, 2014.11.15, A (FEREER)

17. SRR, TERZAHZEERIRGERZ TR E U THBELZERD A v ¥ —7 = — ADB%

"SEURLTERE 64 [MIEER S, WK, 2014.9.20, RAUES  (FAFF - S EGER)
18. Sota Sato, "Synthesis and Biological Applications of Self-Assembled Huge Molecules", Asian

International Symposium (Inorganic Chemistry) — Emerging Science in Inorganic Porous
Materials ,2014.3.29, Nagoya University (Nagoya City) (Invited talk)
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19. k52 K, "Development of dynamical ordering of artificial molecules by mimicking biomolecular

20.

(2

1.

systems", Dynamical Ordering of Biomolecular Systems for Creation of Integrated Functions The 2nd
International Symposium, Campus Plaza Kyoto (Kyoto Prefecture), 2014.1.11, Kyoto(Invited talk)
VERER K, "R 1R 2B L 7B T 2 & D N Ly FOBRE", LMo 27 JMIR T 2BBFE
AR ERASRER T BB 1A VR Y Y A, Wiy 7 7 LAk ¥ —,2018.10.2, [T (GAF#TE)
]

CHEE, R ET 280 FEREE, Sa7s WHEHXERGES, #R)I1RT, 2017.6.16, &)1 (FHFF
A1)

2. Kazunori Sugiyasu,Introduction to Supramolecular Polymerization, Gordon Research Conference, Self-
Assembly & Supramolecular Chemistry, 2017.5.22, Les Diablerets, Switzerland (Invited talk)

3. KELE, WHEET LB TFEAK, Sk yis Fos BERESGHMmE, SMu¥FEFoa ,2016.11.26

(Fa i Ta0)

4. Kazunori Sugiyasu, Living supramolecualr polymerization, ECNIS Symposium at Ewha Womans Univ.,
2016.10.9, Korea (Invited talk)

5. Kazunori Sugiyasu, “Dynamic Ordering of Supramolecular Assemblies Developed on a Complex Energy
Landscape”, 4th International Symposium on Dynamical Ordering of Biomolecular Systems for Creation
of Integrated Functions, 2015.11.22-23, Fukuoka

6. Kazunori Sugiyasu, “Living Supramolecular Polymerization”, International Conference on Advanced
Polymers via Macromolecular Engineering, 2015.10.18-22, Yokoyama.

7. Kazunori Sugiyasu, “Living Supramolecular Polymerization”, International Symposium for Photo- and
Electro-Molecular Machine, 2015.10.5-9, Toulouse

8. KLRE, HOHM I 2BHFHE41K Living Supramolecular Polymerization, H A{L3FEH 95 HF4E
£, 2015.3.26, T

9. Kazunori Sugiyasu, Living Supramolecular Polymerization, China-Japan dJoint Symposium on
Functional Supramolecular Architectures, 2014.12.12, China (Invited talk)

10. K. Sugiyasu, “Conjugated Polymers Sheathed within Their Own Cyclic Sidechains ”,

The 10th SPSJ International Polymer Conference (IPC 2014), 2014.12.3, Tsukuba, Japan
(Invited talk)

11. Kazunori Sugiyasu, Living Supramolecular Polymerization, The 5th International Symposium of
Advanced Energy Science, 2014.10.1, Kyoto(Invited talk)

12. EZRE. Bofktr = ba— L LB rR ) ~—, BT FEBERy NU—27 R ~—ifF5s,
WK, 2014.7.10, HIT

13. EZfmE, B TbFMICHERG S 7= @01 and vice versa, @) 145 FAFIEE - B O %,2014.6.27,
eI (FRAF R TE)

[#aARKAT]

1. Daisuke Suzuki, Masaya Takizawa, Haruka Minato, Yuka Sazuka, “Functional Hydrogel Microspheres
at the Air/Water Interface”, 255th ACS National Meeting, 2018.3.21, New Orleans, America (Invited
talk)

2. Daisuke Suzuki, Masaya Takizawa, Yuka Sazuka, Haruka Minato, “Self-Organization of Soft Hydrogel
Microspheres at the Air/Water Interfaces”, The 6 th Asian Symposium on Emulsion Polymerization and
Functional Polymeric Microspheres, 2018.3.9, Fukui, Japan (Invited talk)

3. BARKXI, TREHF7 AR ORE - WERHEIETIE & el , AAESEFSMENES 1 A Efls, K
BT ST T 36 92T, 2017.1.27, KB (FRFFEH)

4. Daisuke Suzuki, “Artificial Polymeric Microhydrogels toward Autonomous Soft Materials”

The 6% International Symposium on Dynamical Ordering of Biomolecular Systems for Creation of
Integrated Functions, 2017.1.21, Tokyo, Japan(Invited talk)

5. EARKIY, THIBUSZEMEE o Z Vil OB I LB 22 i M Bl 55 28 [EIHcELFJE<s, HULIC HALL,
2016.11.25, B (FifFaH)

6. SnARKIY, TEAMEEE & BEELE & BREE U7 7 AR OB E T ) - B ALK 5 6 15l CSJ
b7 = A% 2016,% U — A —/UfiRdiE, 2016.11.14, HUL (FEFF#ETH)

7. BAKRI, V7 NTABRL T ORI & X 7 v ZBIC kT HHERERIE 2 16 BT/ 7 7 mgEE T %
AL A NVIIRBANHITE R 5 M R FHHE TR, 2016.10.21, KB (55D

8. ARSI, Erfv Nu S Uk & V72 220 - eSS 58 167 [l & o0 AR JE i 2 (I ),

E BB RT VA4, 2016.9.2, KB (R aEEH)
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9. Daisuke Suzuki, “Control of Spatio-temporal Structures for Polymeric Hydrogel Microspheres”

The 5th Asian Symposium on Emulsion Polymerization and Functional Polymeric Microspheres
(ASEPFPM), 2015.10.25, Suzhou, China (Invited talk)

10. ARSI, [BREDSEM S 57 Vb OIS & BERERRER) |, FHEI B Bl P PEscm s AR T U A E
MR FHEMET5,2015.9.24, KB GRFREH)

11. 8AKI, TE5F b R 7 Lokl f- ORliig s & BERE), 25 84 Bl 4y 4 FAF 7 [BEVE] — Y HARBE R A
BIOAIN A4 5 R Y ~—H 4 = 2 — SHIL YMCA, 2015.7.25, [, (a5

12. Daisuke Suzuki, “Control of Spatio-Temporal Structures for Polymer Microspheres toward Advanced
Soft Materials”, Supramolecular Dynamics at the Interface of Chemistry and Biology, Institute for
Molecular Science and Okazaki Institute for Integrative Bioscience, 2015.6.12, Aichi, Japan, (Invited
talk)

13. $ARKIY, THEREME S50 17 WOk + D RIS & A IEREAm ), HO LERT T I — MO TR KM L% ¢
> /X2,2015.3.10, T (AFEHRE)

[ 75 —]

1. HMFH—, BCESBEBOMIA L EEHICIE SN VWECES, BARLTS F 98 EFEFES, HAKRY
2018.3.20, e GHAfFaRTH)

2. Shuichi Hiraoka, Coordination Self-Assembly Process by QASAP, Hr#ifi% 6 RIHEHEE T KT v A,
2018.1.21, &2 (Invited talk)

3. Shuichi Hiraoka, How does coordination self-assembly take place?, New Frontiers of Supramolecular
Chemistry in Non-equilibrium Systems, HH{ L3R KL, 2018.1.11, Tokyo (Invited talk)

4. Shuichi Hiraoka, Coordination Self-Assembly Process and a Novel Method for the Formation of
Coordination Self-Assemblies under Kinetic Control, 5K {t%%% % 67 [lIEti<, 2017.9.16, dbyFE
(Invited talk)

5.  Shuichi Hiraoka, Nanocube: Ultra-thermostable Self-assemblies In Water, International Symposium on
Pure & Applied Chemistry 2017, 2017.6.9, Vietnam (Invited talk)

6. Shuichi Hiraoka, Nanocube: Ultra-Thermostable Self-Assemblies in Water, Frontier Bioorganization

Forum 2017: Dynamical ordering and integrated functions of biomolecular systems, 2017.4.25, Taipei,
(Invited talk)

7. Shuichi Hiraoka, Nanocube: Ultra-Thermostable Self-Assemblies in Water, Frontier Bioorganization

Forum 2017: Dynamical ordering and integrated functions of biomolecular systems, 2017.4.22, =&

(Invited talk)

P 75—, ERINEWE B CESERORFAK, AAMFEESE 97 £F4442,2017.3.16, #5311 (FRAFHEE)

9. Shuichi Hiraoka, Self-Assembly Process of Coordination Rings, Cages, and Capsules, International
Symposium on Polymer and Related Materials, 2016.7.11, China (Invited talk)

10. ERFE —, BFERO B O LR, BALSERE 96 FRAFF A4, R EHK5,2016.3.24, AUHI
M GEfFFRIE)

11. Shuichi Hiraoka, Self-assembly Process of Coordination Capsules and Cages, The 9 th Japan-China Joint

o

Symposium on Functional Supramolecular Architectures, 2016.2.24, Okazaki, (Invited talk)

12. Shuichi Hiraoka, Self-Assembly Process of Coordination Cages and Capsules, 3rd Workshop of Center
for Instrumental Analysis, Frontier of Instrumental Analysis using Magnetic Resonance Spectroscopy,
2015.10.30, Niigata (Invited talk)

13. i FH—, AU =X 5RO H CHEMGICHRER | ~ B CESMERBR SR DTE R O ~, 5 5 [8] CSJ
L7 = 2% 2015, # U —7R—/Lidi, 2015.10.13, HEU (FAFF#EE)

14, FERFH—, FealdmEAEmiBs KA LS 73 AT AT 2ERIF A Sy Fim B [ &8ss (A B O AEk
{LDORA I =X L), AARLFRE 95 FFRFSR, 2015.3, TH (FRFFHHE)

15. il F—, [ @ et B AL IR OO EE 2 SZBREVITBEF T2 |, 5 35 B4 Y& I ) —, 2013.12,
RE (FAFRRE)

[ ARHRR)

1. KW, ~X7F FERAWAEN S FOMBNEE, AR I DV A, Fro—525 13 B4 - A/
KREZEFEREGR Y RV T A, 2018.6.11-13, FU (FBEFREH)

2. AW, ~TF AWM T U N —, 5 393 [l CBI i e [y FRBEOERBIZTNT T,
2018.3.16, HUL (FAFFREH)

3. Shiroh Futaki, Cytosolic Antibody Delivery by Lipid-sensitive Endosomolytic Peptide , IRCCS-JST
CREST Joint Symposium “Chemical sciences facing difficult challenges”, 2018.1.24-26, &[] (Invited
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10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

talk)
Shiroh Futaki, Cytosolic delivery of biomacromolecules, 2018 International Symposium on Chemical
Biology, 2018. 1. 10-12, Geneva, Switzerland (Keynote lecture)
Shiroh Futaki, Cytosolic antibody delivery by lipid-sensitive endosomelytic peptide, The Second A3
Roundtable Meeting on Chemical Probe Research Hub, 2017.11.23-26, Hangzhou, China (Invited talk)
Shiroh Futaki, Peptide-mediated Delivery of Biomacromolecules into Cells, 12th Australian Peptide
Conference 2017, 2017.10.15-20, Queensland, Australia (Invited talk)
R, MRNT VN =T F RO E O AEEM, 17-1 A A - @S

e & B2 A A moyFaat) |, 2017.9.22, il (AR
AR, XTF FOREE OMHEAEM - B, TRk 28 4RI 2

(RIBENB LD T2 ORIFEEEE B EMEFE) , (ZHEREEA L= Y Y — AGWTEX) EXGLEKZ®B T
TERAEREE) ARV AR Y A 2017.2.13, 5 (RFFER)
CRHE, NTF FofRE OMABEAEN - BEEE, BiaF - 7T U ANY —W%ES F 16 RIEH Y I ) —,
2016.9.13, Kl (FFFEHH)
Shiroh Futaki, Yoshimasa Kawaguchi, Toshihide Takeuchi, Keiko Kuwata, Photocrosslinking
approaches to identify cellular-uptake receptors of arginine-rich cell-penetrating peptides, 34th

European Peptide Symposium and 8th International Peptide Symposium, 2016.9.4-9, Leipzig,
(Keynote Lecture)

Shiroh Futaki, 14th Chinese International Peptide Symposium & 5th Asia-pacific International Peptide
Symposium (CPS-14 & APIPS-5) APIPS, Facilitated membrane translocation of arginine-rich peptides
in the presence of curvature inducing peptides, 2016.7.7, & (Invited talk)

AR, RTF RERAWEHEANT Y N —, AIFEEREES 2016 in 2 - RIERAH S HFEOTZDDO AT
ATTFTNTIAN) =T+ —F A, ZF,2016.7.1 (FFFaETH)

Shiroh Futaki, Tomo Murayama, Membrane-remodeling Amphypathic Helical Peptides Accelerate
Direct Penetration of Octaarginine, 20th Korea Peptide Protein Society (KPPS) Symposium, 2016.6.24-
25, Yangyang, Korea (Invited talk)

SR, RS D - ED AT R E MRl S OFEAER, 9 RIHITR bR A L HE ChemBio
NAT Yy KL 7 F ¥ —,2016.6.10-8. FIT (HBFFHTH)

Shiroh Futaki, Peptide Mediated Delivery of Bioactive Proteins into Cells, 8th AsiaTIDES, 2016.2.24, i
#(Invited talk)

Shiroh Futaki, Membrane translocation of arginine-rich peptides and the effect of membrane curvature,
The International Chemical Congress of Pacific Basin Societies 2015 (Pacifichem 2015), 2015.12.19,
Honolulu, Hawaii, USA(Invited talk)

Shiroh Futaki, Exploiting hemolytic amphiphilic peptides as a design template for cytosolic antibody

delivery, The International Chemical Congress of Pacific Basin Societies 2015 (Pacifichem 2015),
2015.12.17, Honolulu, Hawaii, USA (Invited talk)

Shiroh Futaki, Peptide mediated delivery of bioactive proteins into cells

The 7th International Peptide Symposium, 2015.12.9, Singapore (Invited talk)

Shiroh Futaki, A novel lysosomolytic peptide designed from spider venom 7th Peptide Engineering
Meeting (PEM7-2015), 2015.12.6, Pune, India (Invited talk)

Shiroh Futaki, Converting a cytotoxic, hemolytic peptide to an intracellular delivery tool of bioactive
proteins, NEA & ASIAHORCs Joint Symposium on Chemical Biology, 2015.11.10, ### (Invited talk)
CREBA, (7R T TF NIRRT A2 Z 51,00k O TEEEE 20152V = 245 1,2015.10.6,
PR CReJlGRED)

RS, T OE 2D ) Ok D TR 2015 Tl 2 A = 2% |, 2015.9.15, #hF (ReilGEHAT)

Shiroh Futaki, Peptide-based approaches for delivering exogenous molecules into cells

International symposium: "From cell-penetrating peptides to nanoparticles for cellular delivery"
2015.7.5, Paris (Invited talk)

Shiroh Futaki, Peptide-based approaches for delivering exogenous molecules into cells Asian Chemical
Biology Conference 3 (ACBC3 2014), University Town (U-Town), 2014.12.16, Singapore, (Invited talk)
Shiroh Futaki, The Sino-Japan Workshop on Chemical Biology, Positive membrane curvature induced

by epsin N-terminal peptide accelerates internalization of octaarginine, 2014.10.11, Beijing, China,

(Invited talk)

Shiroh Futaki, Extramembrane control of peptide/protein assembly, Workshop on Artificial
- 99 -



217.

28.

Photosynthesis: Engineering of Light-Harvesting Processes based on Peptide and Protein Science,
2014.10.6, Nagoya (Invited talk)
Shiroh Futaki, Positive membrane curvature induced by epsin N-terminal peptide accelerates

internalization of octaarginine Swiss-Japanese Chemical Biology Symposium 2014, 2014.10.2, Bern,
Switzerland (Invited talk)

Shiroh Futaki, Engineering membrane curvatures by peptides, 15th Akabori Conference-Japanese-
German Symposium on Peptide Science, 2014.9.8, Boppard, Germany(Invited talk)

(D75 &aL)

1.

[/\

1.

10.

11.

12.

13.

B, HERRT IV BOBEANZLDZ R ERREON LN AL~ A X, 5 16 B HAEHERF
£,2016.6.9, R (FHAFFREH)

KW ESL, FERIRT 2 BBEAFM O A A ERA~OISHER, 5 22 [A<FF 7 5 —F A, 2016.3.5,
IR (AT

Takahiro Hohsaka, Incorporation of nonnatural amino acids through expansion of the genetic code and
1ts application to fluorescence analysis of proteins, BMB2015 (5§ 38 [nl4y 7AW F oS - 5 88 [HIA4A(L

AREAFKE) ,2015.12.2, fi7 (Invited talk)
Takahiro Hohsaka, Incorporation of nonnatural amino acids by expanding the genetic code and its

application to fluorescence analysis of proteins, The 14th KIAS Conference on Protein Structure and
Function, 2014.9.18, Seoul, Korea
FWEGL, IERIRT I OB AFAM AR Lic & /37 B o N T Rehik
EOER RS, 2014.6.26, fRik (FFF#RH)

BYEGL, # N EA~OIERRT I BEABIRORIE &£ OIS, R LA 70 [FGE
£2,2013.10.25, B (FAfFakEH)
A 5t]
Wi SE, TR LT ) —2 R EERE W2 X7 ERRFIZE M & i BEZE MRS | 2018
FEAARRTR, AWK, 2018.3.15-18, 4 E
WA SE, TUVRY —LT 4 AT LA EE RS X7 B ORI L fFT) 2017 FEAMEERFER AR
WKL (ConBio2017) , #hFAR— 7 A 72 K, 2017.12.6-9, #H71ii
Tomoaki Matsuura, “Decorating liposome surface with biological molecule and its application” IGER

@

International Symposium on Cell Surface Structures and Functions 2017, Nagoya University,
2017.11.30-12.1, Nagoya, Japan

Tomoaki Matsuura, "In vitro membrane protein engineering by liposome display”, The 17th KIAS
Conference on Protein Structure and Function, Korea Institute for Advanced Study, 2017.9.21-22, Seoul,
Korea

Tomoaki Matsuura, “Evolutionary engineering and characterization of membrane proteins using
liposome display” In 2017 KSBB Spring Meeting and International Symposium, Hyundai Hotel,
2017.4.6-7, Gyeongju, Korea

Tomoaki Matsuura, “Evolutionary engineering and characterization of membrane proteins using

liposome display” 2nd Korea-Japan Smart Biodesign Workshop: Technology exchange for green
biotechnology, Sendai City Information & Industry Plaza, 2017.2.4, Sendai, Japan
KA /5%, “Evolutionary engineering and characterization of membrane proteins using liposome display”
%5 39 Ml H A AWM FRFS (N7 4 affiRE) | 2016.11.30-12-2, #H&)I
ilAsE, TUARY —LANTREES //\7%?%/:.\52?“5 VAT LOEELICH ] H 29 [MEMIEE Y LAY Y
I, RBEKZ4EE, 2016.11.25-26, &
iliAsE, TeA7 U —2 o NI BERRERWicl b T+ LR omsE) |, SLERSHES 2L,
2016.9.28-30, & LI 52 [l 44 T E8ER E G E) <2 Bk
7F WA, TURY —L7 4 A7 A EE WL LB OB LG H ) 5 89 I8l A A4 kv s

= (reEEE o2 — -« L)AL v 782 2016.9.25-27, E.iﬁJz
7F WlASE, Tn vitro b+ LFEE2HNE U NTETHA ] 5§ 56 BAMWIHEFOE HOFK,
2016.9.2-5
Tomoaki Matsuura, “The time development of the protein synthesis involves a collapse and regrowth of

the reaction network” QBic Symposium 2015, High-dimensional data for the design principles of life
(RIKEN Quantitative Biology Center, 2016.8.24-26, Osaka
WiEiAsE,  TAERESDFE AW T 70 —F) s TR @t ) & AW i)EmEtE~) O
FHRFES % v /X2 21KOMCEE east 011 #(%) 2016.8.4-5, B
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14. WAZE, Tinvitro CHA EFTZAEMI AT ANLFERD T L) Mldy A7 AOENRE L FREE VI, Bk
FZERT, 2016.4.14-15, Fit

15. WARATE, T Y X7 EEMRE WIS R Ly T80 8 4 8] R A3 A 0 1afgess,
KBRIFAL R T-site, 2016.1.29, 72 AT « KBRiT

16. RMEAZE, Ty ¥ v T EEMRKINET VOREEE Zna WIS A F X 7 Afiffr) 84 88 [ HA
DTEWF TS - 8 88 M H AL FERRAEAFKRE, MEAR— 747 K,2015.12.1-4, f71

17. Tomoaki Matsuura, "Dynamics of biological systems constructed in vitro” The 4th International

Symposium on Dynamical Ordering of Biomolecular Systems for Creation of Integrated Functions,
Kyushu University, 2015.11.22 —23, Fukuoka
18. WiAE, A AR ZF A LIz in vitro #AL3+ 15 AAREY THRE 67 IR, WILBDLAT v,

2015.10.26-28, LV ST
19. Tomoaki Matsuura, “The time development of the protein synthesis involves a collapse and regrowth of

the reaction network ” QBic Symposium 2015, High-dimensional data for the design principles of life,
RIKEN Quantitative Biology Center, 2015.8.24-26, Osaka

20. WMEAE, THMR Y T EAERCRE AW S X7 ElE (b1 1) 3 15 M HE AR AERFSFS,
b E AR —I1, 2015.6.24-26, 5T

21. Tomoaki Matsuura, “In Vitro Selection and Evolution of Membrane Proteins” Gordon Research
Conferences in Proteins, 2015.6.15-20, Boston, U.S.A.

22. WAHASE, in vitro THEERG 2> TlEA LT 5 4Em T A7 AL In HESEWHRET 2= 7 N 13
MCHE S AERHRER v U —27 L XA F I 7 ZAOMEW] B 1 RS e 7T A 2014.12.14-15

23. Tomoaki Matsuura, In vitro evolution of alpha-hemolysin using a liposome display. Young Investigators
Talk session in Protein Society Meeting 2014, 2014.7.27-30, SanDiego, U. S. A.

24. Tomoaki Matsuura, Engineering Membrane Proteins Entirely in vitro with Liposome Display Technology.
In 2014 KSBB SPRING MEETING and INTERNATIONAL SYMPOSIUM, Hyundai Hotel, 2014.4.10,
Gyeongju, Korea

[=%5L2]

1. =%5L2, Stimuli-Responsive Helical Metal Complexes: Helicity Inversion, Expansion/Contraction, and

Memorization, International Congress on Pure & Applied Chemistry (ICPAC) 2018, 2018.3.7-10, Siem

Reap, (Cambodia)(Invited talk)

2. —=F5L22, Coordination Chemistry-Based Dynamic Structure Switching in Helical Metal Complexes
The 1st International Symposium on Coordination Ionic Compounds, 2017.12.15-16, K& (Invited talk)
3. =95k« Coordination Chemistry Strategies for Dynamic Structural Switching, Invited Seminar of The

institute of Chemistry and Biology of Membranes and Nano-objects (CBMN, UMR5248), CNRS,
University of Bordeaux and Bordeaux Aquitaine National Polytechnic Institute, 2017.6.16, Bordeaux,
France (Invited talk)

4. Hiroyuki Miyake, Dynamic Structural Switching in Asymmetric Coordination Chemistry”, Invited

Seminar at Department of Chemistry, Gyeongsang National University, 2016.12.1, Jinju, Korea (Invited
talk)
5. =F5L2Z, Dynamic Supramolecular Architecture via Asymmetric Coordination Chemistry, $&4({LEE5H
66 [FFiaes v AT 7 A, [Inorganic Molecular/Supramolecular Systems for Future Development of
Photofunctional Materials] , 2016.9.10, &[] (Invited talk)
Hiroyuki Miyake, Dynamic Chiral Metal Complexes in Response to Combination of Multiple External
Stimuli, Symmetry Festival, 2016.7.18-22, Vienna, Austria (Invited talk)
7. ZEALZ, TR BEHERENL T DR DEEIERANY T 0 — ORIAE L BIRRE LR T 0 7 Z I 7, S
Wrotes [EJRmEEROIERFRELALEERFE & BT BRI 0 < B EAIEE ), IR, 2016.3.5-6 (FAfFkH)
Hiroyuki Miyake, Dynamic Helicates based on Labile Metal Complexes, International Conference on
Polymers and Advanced Materials POLYMAT-2015, Mexico, 2015.10.18-22 (Invited talk)
9. Hiroyuki Miyake, Chirality regulation in labile metal complexes via dynamic structural conversion,
The Molecular Chirality Asia 2014, 2014.10.29-31, China (Invited talk)
A03 : EIRERIT O B
(frsEE 2]
1. MHEEZ, 77108 MBS X2 MOTZREIEA, B AT S5 98 FF4F42,2018.3.20, TH (FRfFfkH)
2. FREdHIE 2, Molecular Bases for Gradient Reading and Force Generation of the Axon Guidance, ik )
BT & HERE | %5 6 [MIERR Y R Y 7 A, 2018.1.20, A8 (RFFER)
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3. MHEEZ, MEBEEEORKE LTOT 7 FUEIZo 0T, FH2RIKFLST TV AT AT —7 v ay
7,2017.12.26, Zx B (FEfFiH)

4. FRIEEZ, Molecular Mechanics of Neuronal Axon Guidance, 2017 EE A MBI HRFEESAFERKE,
2017.12.9, M7 (FBFFERTE)

5. MGHEELZ, /0T OHESE BEN S ERE - D8RR T A X AD 3T A 1 =7 A, 5 55 [l B AR F 4
£, 2017.9.19, REA (FFFHE)

6. R B2, B5E 5L, S BRI, A BG—BR, k¥R REE, Ml Fowl, EAT G, Bz ZoMERa e o1
EHEAE Actin Wave & HIFRIZREIZAK, 2 69 [BIMIIAY) FaKex, 2017.6.13/l5  (FAFF#EEH)

7. Naoyuki Inagaki, Molecular Mechanism for Axon Navigation in the Brain, Frontier Bioorganization
Forum 2017 Dynamical ordering and integrated functions of biomolecular systems, 2017.4.24, &%
(Invited talk)

8. Naoyuki Inagaki, Molecular Mechanism for Axon Outgrowth and Neuronal Network Formation,
Colorado State University Seminar, 2016.12.8, Denver, USA (Invited talk)

9. FRBHEZ, WITA T A A=V 7 L FER IR K DIRRR T A & 2 AREREOfENT, 55 25 [ H AN
A FA A=V TS, 2016.9.5, &R (FBREEE)

10. BEEPaL-, il BRI, M BE—RR, JKEP REE, Wil Fowl, {ER B, MR EZ, T/ FUOEA - i
BERICL-oTHI SR INDHERNY 7 Bk, T URT T A TR Z AT 5 iR N R 5L i
Doy FEAE ), B 121 B R AR AR S - 2EAIES,  2016.3.28, BRI (BFRFREE)

11. Naoyuki Inagaki, Molecular Mechanism for Axon Outgrowth and Neuronal Network Formation, 7th
Annual National Convention of Philippine Society for Developmental Biology, 2015.10.24, Philippine
(Invited talk)

12. Naoyuki Inagaki, Molecular Mechanism for Axon Outgrowth and Neuronal Network Formation, The 4th
International Conference on Pharmacy and Advanced Pharmaceutical Sciences, 2015.9.8, Indonesia
(Invited talk)

18. MRHHEY, 7—Y N T a7 4 I 7 A& k& LT IRa OBhER TG R & T A 20 ZAOfEHr, % 65 [l A A
BRUKE 4, 2014.10.24-25, #REE (FAFFR#TEH)

14. RRHHELZ JEIGHERRR, AR thise, RS5O B CHEBRMEIC X 2R oM E ST F 14 AAEA
RS, 2014.6.27, BT GRAR )

15. fBEE 2, Signal-force Transduction in Axon Outgrowth and Guidance %5 66 [0l H AflfaEM 2 KA,
2014.6.11-13, R (A7)

16. Y.Sakumura, N.Inagaki, Spontaneous symmetry breaking in neural morphology Society for Industrial
and Applied Mathematics Annual Meeting, 2014.6.7-11, Chicago, USA (Invited talk)

17. HEEZ, BRMEDT DO 7 - HiENE, 5 51 18l A ALY B2 42,2013.10.29, 5U#k (1
GG,

(L]

1. A KRS, 20 EW, g R, NIl i B FEESITICL 2 BEAEES KO RO,
17 8] HAEABERTRFS, 2017.6.22, Ih (FARREE)

2. Susumu Uchiyvama, Biophysical analysis for therapeutic proteins, Malvern Bioscience Conference 2016,
2016.7.13-15, Seoul and Tokyo (Invited talk)

3. WL, NA FEESLOERWIEDE =42 7 & fafb, (b5 TFa BRSSO /N A A R3S
e AOBUR & S%ORE, 2016.6.30, FHE (FRFFHIEH)

4. AL, EAEEEOYB LA MERRITIC B T 2 B B ER 0K, & 16 BlE A ER T 2F 2, 2016.6.8,
] (FRAFRRE)

5. NI, Ao FEELOWHAL TR L 2 OFHITTE, ZEMERBRIIESR Nt <7 —,2016.5.27, HR

(FAF5am )

6. WL, HEaofEse ESI-QTOF MS 3 L O MALDI-TOF/TOF MS |2 & 2 5K EID /54T
B ESHTR AT, 2016.5.19, KK (FAFF#TR)

7. Susumu Uchiyama, “Advantages of Polymer-based Pre-fillable Syringes for Therapeutic Proteins”,
2015 PDA Europe Universe of Pre-filled Syringes and Injection Devices, 2015.11.3, Vienna, Austria.

8. WL, “Solution behavior of TLR9 studied by analytical ultracentrifugation”, %5 52 [a] H AREW P~
SBFES AIRKY,2015.9.14, &R

9. Wi TERMLOBIMIE] ,2015 4 8 H 25~26 A, 55 75 [ B E R B 2, mUHF L K5E,2015.8.25-26, AU

10. PILtE TKFEE KRB ZHE BB X 2EAE O GUIMESEMRNT), 5 34 Bl AREEF2FES R,

2015.7.31, BT
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11.

12.

13.

14.

15.

16.

AL, THURESR e & O A A ESR G OWELFRIRHE , AARRKFREE 185 242, 2015.3.27, M7 (4
FERHETE)

Susumu Uchivama , “Biophysical studies on antibody aggregation” JAACT international symposium,
2014.11.12, Kitakyu-shu (Keynote lecture)

WL, THURDO BRI RE & FUR O EESE - BERerE & OBIR), % 87 Rl HARA(LF AR, 2014.10.18,
HER (AR

AL, In solution characterizations of protein-protein interactions by analytical ultracentrifugation and
mass spectrometry 5 52 [A] H AW BT 2,  2014.9.26, FLIR (FRFFET)

Susumu Uchiyvama, “Biophysical factors governing antibody aggregation”, Workshop on Protein
Aggregation and Immunogenicity., 2014.7.24, Breckenridge, Colorado (f3#:#1H)

WNILE, EREMAEEN - B TFEGEOEESNT H 14 RERERFPRER 70 Fa keI —,
2014.6.26, ffiiw (FAFFHE)

17. WL, Analytical ultracentrifugation for quantitative intermolecular interaction studies, % 14 [l
AERFRFES V—7 v a v, 2014.6.26, #iik (V—27 v a v 7 E)
[EAR]
1. Shigetoshi Oiki, Ion Permeation and Gating of the KcsA Potassium Channel Reconstituted in the

Manipulated Membrane, Ion Channel Modulation Symposium 2017, 2017.6.21, Cambridge, UK
(Keynote lecture)
Sumikama, T. and Oiki, S.: A 3-D movie of ion permeation through ion channel at the atomic levelfilmed

by computer simulation. 94th Annual Meeting of the Physiological Society of Japan, 2017.3.28-30,
Hamamatsu

EARBES  ANLIRE~ =t =2 L—3 a3 V78 38 FEREEEY OB RP T L I=V 0 RYT A
1 TALIEAE Wi JeRenift) 4B RY HU#EY % v /32 2016.11.17-18, Nagoya

EARES : WAZ LA — R TOTF ¥ FVTEE DA LA — RETOF v RAGEE 5 63 [EIHFE A
B BRI o 7o A THSEERTER] Mo 77 LAk Z—  2016.11.4-5, Okazaki
EABSR Ty RO DDONTIEE  BRBHEF e 7 2 = 7 b - AP R Bk T e v
=7 METV VRV T L TRAT—VkREA MBI FORE] 2016, [l

EARERR, F¥ RNAEDOT-ODNLEYE 3 7n =2 M KT RO T L RAT — e M
FORYE] Mz 77 L Ak Z—,2016.8.10, [HIR

Shigetoshi Oiki, “Channel Function Reconstitution and Reanimation”, The 45th NIPS International
symposium, Co-sponsored by “The Journal of Physiology” “Cutting-edge approaches towards the
functioning mechanisms”, 2014.11.26-28, Okazaki (Invited talk)

EARMES, [F v RVIEEAE KesA O— 0 FHEE-BRRE Y A I 7 A L) Bsa TN O il ~4E
RIS - B2 L X 7 B BRI, Y 7 b~ X2 —F T~] ,2014.5.13, HUX  (FAFFETE)

Shigetoshi Oiki, “Spatio-Temporal Interplay of the Single KesA Potassium Channel in the Membrane”
OIST International Workshop: Single Protein Dynamics in Cellulo: Spatio-Temporal, Structural and
Quantitative Analyses, 2014.4.21-25, Okinawa. (3AfFiiiHE)

(] A 3]

1.

Yuko Okamoto, Generalized-ensemble simulations of biological molecular assembly and artificial
molecular assembly, The 6th International Symposium on Dynamical Ordering of Biological Systems
for Creation of Integrated Functions, 2018.1.20-21, Hamamatsu, Japan (invited talk)

Yuko Okamoto, Classical and quantum molecular simulations in generalized ensemble, International
Workshop on Molecular Simulations, 2017.11.17-20, Nanjing, China(invited talk)

Yuko Okamoto, Generalized-ensemble algorithms for materials and biomolecular simulations
Molecular Simulation Studies in Material and Biological Sciences (MSSMBS2017), 2017.9.7-10,

St. Petersburg, Russia (Keynote lecture)

Yuko Okamoto, Generalized-ensemble algorithms for advanced materials simulations

TUMRS-ICAM 2017, The 15th International Conference on Advanced Materials, 2017.8-27-9.1, Kyoto,
Japan (invited talk)

Yuko Okamoto, Energy landscape of biomolecular systems studied by generalized-ensemble
simulations, Energy Landscapes 2017, 2017.8.13-17, Goa, India, August (invited talk)

Yuko Okamoto, Efficient sampling methods for classical and quantum simulations, TSRC Workshop on
the Chemistry and Dynamics in Complex Environments (CHEM-DiCE), 2017.6.26-30, Telluride,
Colorado, U.S.A.(invited talk)
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10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

Yuko Okamoto, Biomolecular simulations in generalized ensemble, Frontier Bioorganization Forum

2017: Dynamical Ordering and Integrated Functions of Biomolecular Systems, 2017.4.24-26, Taipei,
Taiwan(invited talk)

Yuko Okamoto, Generalized-ensemble simulations of complex systems, 2016 NCTS March Workshop on
Critical Phenomena and Complex Systems, 2016.3.28-29, Hsinchu, Taiwan (invited talk)

Yuko Okamoto, Protein dynamics studied by generalized-ensemble simulations, The 251st American
Chemical Society National Meeting, Symposium under the Computers in Chemistry (COMP) Division
“30 Years of Protein Dynamics in Silico”, 2016.3.13-17, San Diego, California, U.S.A. (invited talk)
Yuko Okamoto, Enhanced sampling methods for exascale computational chemistry, The 2015
International Chemical Congress of Pacific Basin Societies (PACIFICHEM2015), Symposium under the
Physical, Theoretical & Computational Session, “Challenges and Opportunities for Exascale
Computational Chemistry”, 2015.12.15-20, Honolulu, Hawaii, U.S.A. (invited talk)

Yuko Okamoto, Generalized-ensemble algorithms for enhanced configurational sampling, Algorithms in
Structural Bioinformatics: Sampling in Biomacromolecular Systems (AlgoSB Winter School - 2015),
2015.11.29-12.4, Cargése, Corsica, France (invited talk)

MARESE, [H0ET Vo TMEIC LA By I a2 b—3 g v OIS TBGREES FR%Y —
7 va w7, 2015.10.22, [T, B A GRA#E)

Yuko Okamoto, Generalized-ensemble simulations of classical and quantum molecular systems, The 6th

Japan-Czech-Slovak International Symposium for Theoretical Chemistry, 2015.10.11-15, Smolenice,
Slovakia (invited talk)

Yuko Okamoto, Generalized-ensemble simulations, Hands-on Workshop on Computational Biophysics
at Okazaki, 2015.9.9-11, Okazaki, Japan (invited talk)

A, THIRBLOETFROLET Y7 AvIal—yay| A—R_"—arba—4U—7 g
> 7, 2015.9.7-8, [Mlif i, H AR TE)

Yuko Okamoto, Generalized-ensemble simulations of complex systems, 2015 NCTS International
Workshop on Critical Phenomena and Complex Systems, 2015.8.15-17, Hsinchu, Taiwan (invited talk)
Yuko Okamoto, Generalized-ensemble algorithms for calculations of ligand binding affinity, BIRS
Workshop: Free-Energy Calculations. A Mathematical Perspective, 2015.7.19-24, Oaxaca, Mexico,
(invited talk)

Yuko Okamoto, Generalized-ensemble algorithms for enhanced sampling and free energy calculations

Summer Snowmass Biophysics Workshop, Free Energy Calculations: Three Decades of Adventure in
Chemistry and Biophysics, 2015.7.5-9, Snowmass, Colorado, U.S.A. (invited talk)

Yuko Okamoto, Efficient sampling methods for identifying transition states

TSRC Workshop on the Chemistry and Dynamics in Complex Environments (CHEM-DiCE),

Telluride, 2015.6.23-26, Colorado, U.S.A. (invited talk)

Yuko Okamoto, Efficient sampling methods for complex systems, The 19th International Annual
Symposium on Computational Science and Engineering (ANSCSE19), 2015.6.17-19, Ubon
Ratchathani, Thailand (Keynote lecture)

A=, [HERT o T MBI DERS Y Iab—vay] , "M F A= R—ar a—TFT 47

4 E 2015,2015.1.22, &R (FE4FE#E)

Yuko Okamoto, Lecture 1: “An introduction to replica-exchange molecular dynamics simulation”

Lecture 2: “Generalized-ensemble algorithms”, The 11th Thai Summer School of Computational
Chemistry 2015 Workshop:Replica Exchange Molecular Dynamics Simulation, 2015.1.4-7,

Nan, Thailand (invited talk)

Yuko Okamoto, “Protein folding and ligand binding simulations by generaized-ensemble algorithms”
The 7th Korea-Japan Seminars on Biomolecular Sciences — Experiments and Simulations, 2014.11.26-
28, Seoul, Korea (invited talk)

AME, HDFUIal—a lZBIAIET TNkl B8RS FyIal—a A7 —/b
— BB DI £ T, 2014.10.14-17, [ (FBAF#TE)

Yuko Okamoto, “Protein folding and unfolding simulations by generalized-ensemble algorithms”

Dushanbe Symposium on Computational Materials and Biological Sciences (DSCMBS-2014),
2014.9.23-28, Dushanbe, Tajikistan (Keynote lecture)
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26.

217.

28.

29.

30.

31.

32.

33.

34.

35.

36.

317.

38.

39.

40.

41.

42.

Yuko Okamoto, “Drug design by generalized-ensemble simulations”, The 6th Japan-Russia

International Workshop on Molecular Simulation Studies in Material and Biological Sciences
(MSSMBS-2014), 2014.9.21-22, Moscow, Russia (Keynote lecture)

Yuko Okamoto “Computer simulations of protein folding, ligand binding, and proton transfer”

2nd International Conference on Computational Science and Engineering (2nd ICCSE 2014),
2014.8.21-23, Ho Chi Minh City, Vietnam (invited talk)

Yuko Okamoto, “Enhanced configurational sampling methods for spin systems and biomolecular
systems”XXVI IUPAP Conference on Computational Physics, CCP2014, 2014.8.11-14, Boston,
Massachusetts, U.S.A. (Keynote lecture)

Yuko Okamoto, “Enhanced sampling techniques for spin and biological systems”, The 10th AIMS

Conference on Dynamical Systems, Differential Equations and Applications Special Session “Enhanced
Sampling Techniques in Simulation of Complex Systems”, 2014.7.7-11, Madrid, Spain (invited talk)
iiAMisE, [HEERS FREFIOMAEHE BV —515E] | & 14 FIHABEHERFSFE, 2014.6.25-
27, B (FfraETE)

fAisE, HET Y U TIEICE AN I ab—a v, 8 3 EESHEEEY VR Y Y A THPC @
R &R E AR ,2014.1.31, 40 R (FBEFEER)

Yuko Okamoto, “Reweighting techniques for Monte Carlo and molecular dynamics simulations”

The 13th KIAS Protein Folding Winter School, High 1 Resort, 2014.1.19-24, Korea (Invited talk)

Yuko Okamoto, “Generalized-ensemble simulations of biological molecular assembly and artificial
molecular assembly” The 2nd International Symposium on Dynamical Ordering of Biological Systems
for Creation of Integrated Functions, 2014.1.11-12, Kyoto, Japan (Invited talk)

Yuko Okamoto, “Computer modeling of complex systems by generalized-ensemble simulations”

The 2013 Hong Kong Workshop in Computer Modeling of Complex Processes, 2013.12.17-20, Hong Kong
(Invited talk)

i AHiwE, THRRT W 7 RIS K D ARG O RIS & BERE DI |, WPEDF A /X = L JE R - CMST
AlRMFES (55 4 7] CMSI #f%8<%) ,2018.12.11-13, 1 (FAf#akH)

Yuko Okamoto, Generalized-ensemble algorithms for molecular simulations, The 3rd International
Conference on Molecular Simulation ICMS 2013), 2013.11.18-20, Kobe, Japan (Invited talk)

Yuko Okamoto, “Enhanced-sampling simulations of spin and biological systems”, West-Lake
International Workshop on Statistical Physics and Complex Systems, 2013.11.8-10, Hangzhou, China
(Keynote lecture)

Yuko Okamoto, “Generalized-ensemble algorithms for first-principles electronic structure calculations”,
16th Asian Workshop on First-Principles Electronic Structure Calculations (ASIAN-16), 2013.10.27-30,
Beijing, China (Invited talk)

AR, TR TR KON Ly FEH O AR & KBRS SR

BT SE [BIRORRIT & M) 55 1 1A & o 2 A iR, 2018.10.2 GATFIE)

Yuko Okamoto, “Generalized-ensemble simulations of spin and biological systems”, The 1st
International Symposium on Computational Materials and Biological Sciences,

2013.9.10-12, Tokyo, Japan, (Invited talk)

Yuko Okamoto, “Simulational physics in generalized ensemble”,VII Brazilian Meeting on Simulational
Physics, 2013.8.6-10, Joao Pessoa, Brazil (Invited talk)

Yuko Okamoto, “Generalized-ensemble algorithms for free energy calculations”, Free Energy
Calculations: Three Decades of Adventure in Chemistry and Biophysics,

2013.7.15-19, Snowmass, Colorado, U.S.A. (Invited talk)

[BAFA+]

1.

AL, 730 FEHEO LRSS FII %Y I 2 Lb—3 a2, R¥ENIEEE 31 5] CAMM 7 4+ —F 4 K

B4, 2018.1.12, HUX (FAFFH#E)

Hisashi Okumura, Molecular dynamics simulations for aggregation and disaggregation of amyloid-B

peptides, EMN Meeting on Computation and Theory 2017, 2017.11.6-10, Dubai, United Arab Emirates

(Invited talk)

BAT AL, DFENIFES I 2 —a kBT I a4 FEHEOTRIEEE & iR, w8 by ar e

2 — 2R FISE, 2017.10.27, KPR (FRfF#TE)

Hisashi Okumura, Simulational studies of AB amyloid fibrils by equilibrium and nonequilibrium

molecular dynamics method, 21st International Annual Symposium on Computational Science and
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10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

Engineering, 2017.8.3-4, Pathum Thani, Thailand (Invited talk)

Hisashi Okumura, “All-atom molecular dynamics simulations of AB amyloid fibrils”, Institute for Protein
Research (IPR) Seminar, Osaka University, Suita, 2017.1.26-27, Osaka, Japan (Invited talk)

Hisashi Okumura, “Equilibrium and nonequilibrium molecular dynamics simulations of AB amyloid
fibrils”, 10th International Conference on Computational Physics, Holiday Inn, Sands Cotai Central,
2017.1.16-20, Macau, China (Invited talk)

Hisashi Okumura, “Dynamical ordering of amyloid fibril studied by molecular dynamics simulations”,
Thai-Japan Symposium in Chemistry, Chiang Mai University, 2016.11.14-16, Chiang Mai, Thailand
(Invited talk)

Hisashi Okumura, “Molecular dynamics simulations to study dynamical ordering of amyloid fibril”,
2016 NCTS October Workshop on Critical Phenomena and Complex Systems, National Tsing Hua
University, 2016.10.5, Hsinchu, Taiwan (Invited talk)

Hisashi Okumura, “Molecular dynamics simulations of amyloid fibrils”, 2016 NCTS March Workshop on

Critical Phenomena and Complex Systems, National Tsing Hua University, 2016.3.28-29, Hsinchu,
Taiwan, (Invited talk)

WRA L, T8N I 2 —ra il b7 I aA FEMEOBESSER , BA LSRR T8 2
FTHOLNI RS2 BOCHMBMEDO A D=L 7T IvaA NEENO ATR] , RELKERHLS ¥
XA, 2016.3.24-27, KU (FEFF#IEH)

Hisashi Okumura, “Pressure induced structural change of proteins by molecular dynamics simulations”,

Eighth Japan-Korea Seminars on Biomolecular Sciences, Institute for Molecular Science, 2016.2.15-17,
Okazaki, Japan (Invited talk)

BATALE, [HFE %y 22— a rTIEDT I A KRBT F FORRE Bl ENLEHFERIIEE
% — CAMD & ) —, 2016.2.18, &4

Hisashi Okumura, “Molecular dynamics simulations of proteins under high pressure”, Pure and Applied
Chemistry International Conference 2016, Bangkok International Trade & Exhibition Centre, 2016.1.9-
11, Bangkok, Thailand (Invited talk)

Hisashi Okumura, “Molecular dynamics simulations for oligomerization and disruption of amyloid-B
fibril”, The International Chemical Congress of Pacific Basin Societies 2015 (Pacifichem 2015), Hawaii
Convention Center, 2015.12.15-20, Honolulu, Hawaii, USA (Invited talk)

Hisashi Okumura, “Nonequilibrium molecular dynamics simulation of amyloid-fibril disassembly by
supersonic cavitation”, International workshop on complex phenomena from molecule to society,
University of Tokyo, 2015.11.24-25, Tokyo, Japan (Invited talk)

BAS AL, TRFEREET o T AOERIE], HBIRDFrIal—a A7 —V—E#ENLIGHET,
oy REFIEFERT, 2015.10.13-16, A

BATA L, [7 2 aa FRHEOS FEN S S 2 L—3 g ) 8§ 2 [IFRINEEAT e TR & khe) 5 F
WFoess, PEIRR AT V720 &, 2015.10.5-7, B, (FAFHEH)

biomolecules, H I KFWMMEMZERT Bifmt 7 —,2015.5.8, #1 (Invited talk)

Hisashi Okumura, Nonequilibrium and generalized-ensemble molecular dynamics simulations for
amyloid fibril, 11th International Conference of Computational Methods in Sciences and Engineering,
2015.3.20, Athens, Greece (Invited talk)

BATA L, 7 I m A MO ELERE L EO S FE )7 I a2 b—a v

A—R—a v Va—HT—7 3 v 2015, 2015.1.29, [ (FAAFHEGR)

Hisashi Okumura, All-atom molecular dynamics simulations for amyloid fibril assembly and
disassembly, The 3rd International Symposium “Dynamical ordering of biomolecular systems for
creation of integrated functions”, 2015.1.11, Shima (Invited talk)

Hisashi Okumura, Thermodynamics and free energy calculation, 11th Thai Summer School of
Computational Chemistry “Replica exchange molecular dynamics simulation”, 2015.1.7, Nan (Thailand)
(Invited talk)

Hisashi Okumura, Molecular dynamics simulation and temperature replica-exchange method

11th Thai Summer School of Computational Chemistry “Replica exchange molecular dynamics
simulation”, 2015.1.6, Nan (Thailand) (Invited talk)

Hisashi Okumura, All-atom molecular dynamics simulations of amyloid-fibril disruption and peptide
oligomerization Mini Symposium, 2014.12.17, Okazaki (Invited talk)
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25. BASAE, ERGFREERRICEBIT 20 FEINF Y 2 2 b—y g CFREDORFE LIS
28 [y 2 b—3a VRS, 2014.11.13, e AR B EGRERD)

26. BAI/A L, Molecular dynamics simulations of AB amyloid fibrils, MG/ NA A A = A ¥ —1U K
U— bk, 2014.11.5, [ GRF#E)

27. BAA L, 7 I v A FEHMEOME &SRR O S FEI )P I 2 b—va v
%[ CUTE ¥ > 7R Y7 A, 2014.10.30, H# (FAFFH#TH)

28. BASAL, KFEHET T A&, B8 MY Ial—ya YA — I GG E T
2014.10.15, IR (AR

29. Hisashi Okumura, Molecular dynamics simulations for amyloid fibril disruption and dimerization of
amyloid-B8 peptides 2nd International Conference on Computational Science and Engineering,),
2014.8.22 Ho Chi Minh City, Vietnam (Invited talk)

30. Hisashi Okumura, Generalized-ensemble molecular dynamics simulations, 2014 UST-Sokendai Joint
Seminar on Computational Sciences, 2014.7.31, Daejeon (Korea) (Invited talk)

31. BAA L F¥ b7 —va i T7 IuA FEEDOIFH S FEI 1 I ab—a v
IWFA 7= 78—, 2014.6.6, [MIR (FARF#ETEH)

32. Hisashi Okumura, Generalized-ensemble algorithms to determine free-energy landscape of proteins10th
International Conference of Computational Methods in Sciences and Engineering, 2014.4.4, Athens,
Greece (Invited talk)

33. S. G. Itoh and H. Okumura, Free-energy calculation by the replica-permutation method for
biomolecules, 10th International Conference of Computational Methods in Sciences and Engineering,
2014.4.4, Athens, Greece (Invited talk)

Uhngse—]

1. Takumi Yamacguchi, Design and creation of neoglycoconjugates for the application of biofunctional
oligosaccharides, JAIST Japan-India Symposium on Materials Science 2018 2018.3.5, fiEzE(Invited
talk)

2. VEREES, MR —, WX X7 BEEE A ) = X L ORISR, 5§ 46 RlfE SR EENSE (JCCG-
46) 2017.11.28, iEf2 (Invited talk)

3. Koichi Kato, Structural aspects of glycosylation as potential drug target, The 19th Symposium on
Advanced Concepts in New Drug Developmemt : 1st Ewha-NCU Joint Symposium, 2017.11.16,
Seoul(Invited talk)

4. Koichi Kato, Isotope Labeling Approaches for Carbohydrates and Glycoproteins, % 56 [f] NMR #5@%,
2017.11.15, /\E¥(Invited talk)

5. Koichi Kato, Dynamic ordering of biomolecular systems coupled with creation of integrated functions
CU-IMS collaborative seminar, 2017.10.31, Bangkok (Invited talk)

6. Koichi Kato, Dynamic ordering of biomolecular systems coupled with creation of integrated functions
The NANOTEC-IMS Joint Research Meeting, 2017.10.30, Pathum (Invited talk)

7. Koichi Kato, Maho Yagi-Utsumi, Saeko Yanaka, Tatsuya Suzuki, Hirokazu Yagi, Tadashi Satoh, and
Takumi Yamaguchi, Structural mechanisms of carbohydrate functions, Taiwan-Japan Biomedical

Symposium on Magnetic Resonance, 2017.10.15, Tainan (Invited talk)
8. Kensuke Kurihara, Constructive biology approach to artificial cells: Artificial cells based on vesicles

from nonliving materials, 6th International Conference in Biology, Chemistry and Agronomy,
2017.9.27, Guadalajara, Mexico (Keynote lecture)

9. JIEER—, PURZIRIE L T 24 o FHEEF O, §i RS KFEFE 5 264 B AT E I —,
2017.9.22, (i

10. RARZFN, AHaf, BEGEE, sk, WO, BILIEY, MR —, SemEEns7r 7 e —F
WL DIHER R ERB L OB H O E X A F 2 7 ADOiENT, Integrative structural biology approaches
for understanding conformational dynamics of oligosaccharides and glycoproteinsm % 55 [B] H ARA#)H)
FUPES, 2017.9.20, AEA

11. R —, HESH oA Mmoo FRFOR%E, H11Rl oFRyRhee, 2017.9.17, G

12. Saeko_Yanaka, Stable isotope labeling for NMR observation of antibody glycoproteins in serum

environments, Seminar at Max Planck Institute for Biophysical Chemistry, 2017.9.14, Goéttingen
(Invited talk)
13. Koichi Kato, Structural views of fate determination of glycoproteins in cells, Seminar at Max Planck
Institute for Biophysical Chemistry, 2017.9.14, Géttingen (Invited talk)
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14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

217.

28.

29.

30.

31.

32.

33.

34.

35.

36.

systems, 14t» HORIZONSs in Molecular Biology, 2017.9.11-14, Géttingen (Invited talk)

RARZERN, W2 2”7 RS OREMATIE OB & FESFEREMAT ~ OIS, % 2 Bl G-CHAIN & 2 J—,
2017.9.8, ik

BHOOTRRREEAE, 5 4 BV F Mg, 2017.9.4, HUR (AR

Hirokazu Yagi, The characterization of the laminin-binding glycans on alpha-dystroglycan catalyzed by

several causative gene products of dystroglycanopathy, The 1st International Conference on the
Glycobiology of Nervous System, 2017.9.2, Seoul (Invited talk)

SRR, WRSRAE, BRI LRI T L CERD M, HARE(LFSE 19 FFER KRS, 2017.8.24, I
B (R R

RARZERN, BEZ2 37 EHESH ORI O 7= O OREXEfRITEAMT OB L IEH, 5 1 R A R LI sE s,
2017.8.5, 4R (FEfFaR)

MRS —, a7 7 Y — Lo HE ORIEEY Y, RIRRFHEAEMTERTE < J— - SPring-8 Jebif| B
U —27 = v 7, SPring-8 (21T 5 B R EMEIE W TR OB &Rk

2017.8.4, WKH (FHfFaEH)

JNEESR —, B L BES O NMR, NMR 77 v 74— A3 RV T A - Bl NMR 28 L7 7 >
N7 4 — O -, 2017.8.2, #i% (FEREHH)

IR —, RS FOESBERD MY 72T Mo 78 O fenisl, % 69 1 H AMRAY TR,
2017.6.13, filis  (FAAFaRTH)

INEESE —, Aoy AT LAOBRRRIF R ORA « A4 - B —fEEAN LRI EOMR Z F.0C—, B
iTEIEAIE TEIRORRFY & H8RE | RIRPERGE, 2017.6.3, BUNAT, il (FRAFETE)

Kensuke Kurihara, Strategy for origin of life research using chemical artificial cells

ELSI International Workshop “Reconstructing the Phenomenon of Life —To Retrace the Emergence of
Life -7, 2017.5.30, Tokyo (Invited talk)

2017.5.24, &R (FFFHER)

RARTEFN, BEZ X7 EIZE T DO EWRE & S E ~ D2, 5 58 [A1 H ARAAb 72 [E DY [E 355
B2, 2017.5.20, &)1 (FRFFakTH)

RARZERN, 2 /37 BITIBT 2 WEHIEM O AW FRUMHE & mIRIEE~ DR, & 1 A TR KT FA
T=r 7w —,2017.4.26, 4R (FRFEER)

Maho Yagi-Utsumi, Arunima Sikdar, Tadashi Satoh and Koichi Kato, Versatile structural architectures

of archaeal homolog of proteasome assembly chaperone, Frontier Bioorganization Forum 2017:

Dynamical ordering and integrated functions of biomolecular systems, 2017.4.25, Taipei (Invited talk)
Koichi Kato, Structural insights into dynamic orchestration of biomolecular systems

Frontier Bioorganization Forum 2017: Dynamical ordering and integrated functions of biomolecular
systems, 2017.4.24, Taipei (Invited talk)

MR —, BT, RREM, A FEEL~OWEEWTFNT 7o —F, BARIEFRE 137 F4,
2017.3.27, i (FEFFHEEH)

MRS —, &% v /N7 B OEMIRIE & BEREFBLO 73 FHE X A 7 X 7 A58, Ml - & 27 LRSS 0O B
ZIANT 7o B R B R By F OIS EBERE D X A T X 7 ZAWFROHETERL R 28 FER R T A,
2017.3.13, [l (FEA4FaTE)

Koichi Kato, Structural glycobiology by stable isotope-assisted NMR spectroscopy, Advances Isotopic
Labeling Meeting for Integrated Structural Biology 2017, 2017.3.7, Grenoble (Invited talk)

Koichi Kato, Structural glycobiology by stable isotope-assisted NMR spectroscopy, Advances Isotopic
Labeling Meeting for Integrated Structural Biology 2017..3.7, Grenoble (Invited talk)

SR, bR N TR MRS T 2 AR~ DOkIg”, ABC 7m Y =7 FI=WS MEREZEHAY O
AR, 2017.3, B (FAREET)

Hirokazu Yagi, Development and application of glycosylation-profiling techniques for functional
glycomics in the nervous system, 11th International Symposium on Cell Surface Macromolecules,
2017.2.26, Punjab(Invited talk)

Hirokazu Yagi, Development and application of glycosylation-profiling techniques for functional
glycomics in the nervous system, 11th International Symposium on Cell Surface Macromolecules,
2017.2.26, Punjab (Invited talk)
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37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

417.

48.

49.

50.
51.

52.

53.

54.

55.

56.

57.

58.

59.

60.
61.

interest, 7th Asia Pacific NMR Symposium & 23rd Annual Meeting of NMRS-India, 2017.2.18
Bangalore(Invited talk)

Takumi Yamaguchi, NMR views of functional roles of glycoconjugates of biological and pharmaceutical
interest, 7th Asia Pacific NMR Symposium & 23rd Annual Meeting of NMRS-India

2017.2.18, Bangalore (Invited talk)

IEER—, £V AT DORFIERO LA F 7 A, wkittfid7 7 ¥ =7 1,2016.12.19, E 7 (4
AT

SUEREE, b TR D AN LR MiiE &2 8 2584 9.0, 2016.11, HUL  (FAFF#RTH)

serum environments, The 9th Korea-Japan Seminars on Biomolecular Sciences: Experiments and
Simulations, 2016.11.15, Gyeongju (Invited talk)

Koichi Kato, Structural insights into proteasome orchestration mechanisms The 9t Korea-Japan

Seminars on Biomolecular Sciences: Experiments and Simulations, 2016.11.14, Gyeongju (Invited talk)
Maho Yagi-Utsumi, Tadashi Satoh, and Koichi Kato, Structural basis for interactions of molecular

chaperones with intrinsically disordered proteins The 9th Korea-Japan Seminars on Biomolecular

Sciences: Experiments and Simulations, 2016.11.14, Gyeongju (Invited talk)

Koichi Kato, Structural basis for dynamic orchestration of proteasomes, The 42nd Naito Conference,
2016.10.6, fL#% (Invited talk)

Koichi Kato, Carbohydrate dynamics that determine protein fates and functions, IGER International
Symposium on Science of Molecular Assembly and Biomolecular Systems 2016, 2016.9.30, 4 &)=
(Invited talk)

Koichi Kato, Takumi Yamaguchi, and Tadashi Satoh, Structural basis of glycoprotein-fate
determination in cell, The 16th KIAS Conference on Protein Structure and Function, 2016.9.23,

Seoul (Invited talk)

Koichi Kato, Structural views of glycofunctions of biological and pharmaceutical interest, The 5th

International Symposium on Drug Discovery and Design by NMR, 2016.8.29, Yokohama (Invited talk)
K.Kurihara, “Constructive biology approach to artificial cell”, OIBB Summer School 2016, Okazaki,
2016.8, Japan (Invited talk)

Koichi Kato, Dynamic ordering of biomolecular and artificial systems, OIIB Summer School 2016,
2016.8.19, [ilky (Invited talk)

NN —, /A A EFES OREMRAT - JE0E &0, Bafrfd@ipat 27—, 2016.8.5, HUL (FAFFRETH)
VERRIES, INEESE —, FESHRRARZ AT L7c & o3 SV 8 PR OIS B Al 28 4B A AUG R AL
& HWARY VRV Y A, 2016.7.22, B (FRFFHEH)

Koichi Kato, Structural views of glycan-dependent determination of glycoprotein fates in cells

28th International Carbohydrate Symposium, 2016.7.19, New Orleans (Keynote Lecture)
Koichi Kato, Platform for Integrative Biological Sciences 28tk International Carbohydrate Symposium,
2016.7.17, New Orleans (Invited talk)
NS —, BESHO Aoy FREE T OBRE - A4 - B, AFREEEELFHSEFOS § 28 Bl ~—X 7
—/V, 2016.7.15, PEHRESR (FRAFEETEH)
EIREHE, oW TFESIRTAIS N TR, 5—RIA /LT 7 AR N5E2, 2016.7, fi] iRy (FA
FREaHETH)
DR —, ZRBEHOE - ¥ A F I 7 2 AHAEAEH O FF, 5 43 [FAERS R FRR S, 2016.6.24,
AR (B
VEREESE, Tong Zhu, H4RMER, IWOHE, MEER —, WHEZAE Loy 37 B 5 E & PR OIS
%, %16 M AAEAER TSR, 2016.6.9, @M (FFFER)
Koichi Kato, Structural views of glycoprotein quality control in cells 2rd KU-IMS Symposium, 2016.6.3,
Bangkok (Invited talk)
DR —, BEB D Aoy FHE: 5 371 [0l CBI i, 2016.4.23, KPk (FAFF#ER)
INgESR—, THESHA D) 55 4 [BINA A A A= JHFSE4, 2015.5.8, UL
Mg —, MmO FOH b X A FI 7 2], BAREFRE 95 FREFES Feuldm MMl IOAL
Y AT DTIRIT D EHIRRFIAL « S FimiERAE ] | 2015.3.26, G
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62.

63.

64.

65.

66.

67.

68.

69.

70.

71.

72.

73.

74.

75.

76.

7.

78.

79.

80.

81.

82.

83.

84.

85.

NEESR —, AR E OME LD T L AIE] | 5 4 Pk RS AT - B5 - mRAITII RS S VAR Y T A,
2015.3.5, I &

K. Kato, “Conformational dynamics and interactions of oligosaccharides and glycoconjugate,” The 4th
International Symposium on Drug Discovery and Design by NMR, 2015.2.4, iz

K. Kato, “Structural views of glycans in physiological and pathological contexts,” CU-IMS workshop,
2015.1.24, Bangkok, Thailand,

K. Kato, “Biophysical exploration of biomolecular systems characterized by conformational dynamics
and dynamical assembly,” National Chiao Tung University Seminar, 2014.12.12, Hsinchu, Taiwan

T. Satoh, T. Toshimori, K. Suzuki, T. Yamaguchi, G. Yan, T. Zhu and K. Kato, “Structural basis for
recognition of the terminal glucose tag of N-glycans as fate-determinant of glycoproteins in cells,” The
7th Korea-Japan Seminars on Biomolecular Sciences: Experiments and Simulations, 2014.11.26-27,
Seoul, Korea

K. Kato, T. Yamaguchi, M. Yagi-Utsumi, H. Yagi and T. Satoh, “A multilateral approach for structural
characterization of dynamic organization of flexible biomolecules,” Okazaki Institute for Integrative
Bioscience Retreat, 2014.11.5, Okazaki

g —, TX#tE NMR I XD HUROMEMRT ), 8 87 [l B AEL P2 K2, 2014.10.18, HUHAT
RS —, [2 R BRRED BN B 5 N BUFESHE & DO AR & 2] |, 85 87 Bl H AL PR,
2014.10.17, 7HS

ISR —, INMR & SANS [ L2400 4 A 7 AMF5E) , ER 26 FHEH 1 RIEMEE F T2,
2014.10.3, HiL

K. Kato, “NMR exploration of dynamic conformations and interactions of oligosaccharides and
glycoconjugates,” The 6th Iberoamerican NMR meeting // IV Iberian NMR meeting // VII Reunion
Bienal del GERMN, 2014.9.24, Alcala de Henares,(Spain) (Keynote lecture)

K. Kato, “Structural basis for fate determination and functional regulation of proteins mediated by sugar

chains,” The Cordeliers Research Center Seminar,2014.9.19, Paris, France

K. Kato, “Structural views of physiological and pathological roles of glycans,” Academia Sinica

Institutional Lecture, 2014.9.11, Taipei, Taiwan

INEESE—, [y FOBIFBIFIZRRICEBIT 5 X 7 -7 o fHEOFEAE L 3B FEB oK |, FraiiEs T8

BB & BERE ] SRR 26 FE I RIRBERGE, 2014.8.4-7, /MR

K. Kato and T. Satoh, “Dynamic ordering in proteasomal subunit assembly,” % 14 [f]| H KAEHERFE&
2, 2014.6.26, HET

K. Kato, “Dynamic orchestration of proteasomes,” University of Cambridge Cambridge Seminar,

2014.5.23, Cambridge (UK)

K. Kato, “Structural views of glycosylation as potential drug target,” The 4th Asia Pacific Protein

Association (APPA) Conference, 2014.5.18, Jeju (Korea)

ngER—, TNMR Z )i H U7 BESH OB RREIEMAT) , K 213E NMR #EEY P Es 49V —7 g

v 7, 2014.3.20, Kk

R —, THEBS NMR otk a s LieZ R Eommkigss - FEVERfMT) , % 2 8] ISIT F

J e A F T F—T 5, 2014.3.5, Falid

IEER—, THEMSFORGE EBFEM] , M) ARFMRS S FROEGEFEER 181 ZES,

2014.2.25, A#JI,

K. Kato, “NMR approaches for elucidating the functional roles of carbohydrate chains,” 20th Symposium

of National Magnetic Resonance Society (NMRS-2014), 2014.2.3, Assam, India

K. Kato, “Conformational dynamics of oligosaccharides characterized by paramagnetism-assisted NMR

spectroscopy in conjunction with molecular dynamics simulation,” The 10th International Symposium
on Biochemical roles of Eukaryotic Cell Surface Macromolecules, 2014.1.21, Kolkata India
K. Kato and T. Satoh, “Exploration of micro-macro relationships in dynamic ordering of biomolecular
systems and their underlying design principles,” The 2nd International Symposium on Dynamical
Ordering of Biomolecular Systems for Creation of Integrated Functions, 2014.1.11, Kyoto, Japan
K. Kato, “Mechanistic insights into dynamic orchestration of proteasomes,” Pure and Applied Chemistry
International Conference (PACCON) 2014, 2014.1.8, Khon Kaen, Thailand
K. Kato, “Dynamic assembly of proteins involved in the ubiquitin-/proteasome-mediated protein
degradation system,” Joint IMS-KU Workshop on Molecular Sciences towards Green Sustainability,
2014.1.6, Bangkok, Thailand
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86.

87.

88.

89.

90.

91.

92.

93.

94.

95.

96.

97.

98.

99.

K. Kato, “Structural biology of glycoconjugates: Sugar chains as therapeutic targets,” Yonsei-IMS
Seminars on Biomolecular Sciences: Protein Structure and Diseases, 2013.12.16, Busan, Korea

K. Kumoi, T. Satoh, K. Murata, T. Hiromoto, T. Mizushima, Y. Kamiya, M. Noda, S. Uchiyama, M.
Sugiyama, H. Yagi and K. Kato, “An archaeal homolog of proteasome assembly chaperone forms a
homotetramer and functions as proteasome activator,” Sixth Korea-Japan Seminars on Biomolecular
Science: Experiments and Simulation, 2013.11.25, Okazaki, Japan

Mg —, 2 "7 B ORRFHERIC BT 2 BEHOKE]] | BAROKEZFRY FEHBFEEN
X —3 6 RN AR T A 201311.23, BT,

W OPEE, EER—, TEmo 7 v 7 ) =BT 20 R EERO X A F I 7 ZOREEMENT) , (LH
WFFELs « AL TV A =0 22 RY 7 A, 201311.20, HIE

IR —, [HEHZ RS : RN D A—E—) | AFRIFRITIIIES (RIS O ZARMEIC LI U 72 B8R
BEREDARBIZ AT T, 20138.11.15, [,

g —, THEOBREMIZ Bf5 L7z NMR 7 7 u—F| , % 52 [0l NMR #fffi4, 201311.12, &R

K. Kato, “NMR characterization of dynamic conformational ensembles of oligosaccharides and

intermolecular interactions in glycolipid clusters,” 5th Asia-Pacific NMR Symposium 2013, 2013.10.28,
Brisbane (Australia),

L ahgE, BRI ATE R LI BESH O SLIRREEMIAT-NMR & 3 FE )Pt RIC L 2 ar 73 A—va»
ZEMORE-] , AASEES NMR 700t 2k 25 45 E &, 2013.10.16, 44 & /%,

EER—, THGMoTOBMNRFERICE T 2 7 a-~ 7 o MBEOBREE & FHREEOBER | |, Friiiitammr
ge VEM T2 AT DB 2BHIBRFFIE K & iR BERER B 5 1 [AIABA S >R 7 A, 2013.10.2, [k
IR —, TS FEEREOMEEE D), BARNAS A A=V 7% 3 22 BIFiHES, 2013.9.16, H
R

K. Kato, “Atomic Anatomy of Antibody as Glycoprotein,” World Biopharma Week China Focus 2013,
2013.9.5, Shanghai (China)

JNEESE—, TNMR & MW e Bty FOX A F I 7 Afgfr) , % 2 BINLafE Ry BKC Ky y N —2
) —,2013.8.20, it

EER—, THEMS AT MBI DERBRTFER & mREEREREL |, ER&EEMMET e =2 ~ 14
TR S ERERER v N U — 2 L XA F 7 ZAOMRI | 5 2 [FIAFES, 2013.8.9, AKREHI

W EOPESE, MER—, INMR A HWE#HO a7 A= a VL E L7 I 28—Vl |, EES
LT 0 2 7 N PRI S AR Yy N —2 & XA F I 7 A0 F 2 RS,
2013.8.8, A#HIl,

100. MEESE —, [SZARKEE D D AT BB O R —E) | 45 32 [0 A APFERSES, 2013.8.7, KK,
[Z5 0]

1.

SgHiFnt, “GLUT4 OFESERE % rIH LT 2 RIERIA A —Y 0 7 7 m—77, AARRZELT S 2018 K
£,2018.3.16, 4B (FfF#TH)
Kazuya Kikuchi, “Real-time Intravital Imaging of pH Variation Associated with Osteoclast Activity
Using BODIPY Based Two Photon Excitation Probes”, 14th International Conference on Applied
Bioinorganic Chemistry (ISABC14), 2017.6.8, Toulouse, France (Invited talk)
Kazuya Kikuchi, “Real-time Intravital Imaging of pH Variation Associated with Osteoclast Activity
Using BODIPY Based Two Photon Excitation Probes”, The &% Asian Biological Inorganic Chemistry
Conference (AsBIC VIII), 2016.12.5-9, Auckland, New Zealand (Invited talk)
Kazuya Kikuchi “Intracellular Protein Labeling by Functional Probes with Tunable Chemical Switches”,
Molecular Sensors & Molecular Logic Gate 2016, 2016.7.24-28, Bath, U.K.
Kazuya Kikuchi, “Real-time Intravital Imaging of pH Variation Associated with Osteoclast Activity
Using BODIPY Based Two Photon Excitation Probes”, ICPP-9, 9th International Conference on
Porphyrins and Phthalocyanines, 2016.7.3-8, Nanjing, China
Kazuya Kikuchi, “Development of Multifunctional 19F MRI Contrast Agents with Fluorine-encapsulated
Silica Nanoparticle”, Pacifichem?2015, 2015.12.15-20, Honolulu HI, U.S.A., (Invited talk)
Kazuya Kikuchi, “Highly Sensitive 19F MRI Probes with Tunable Chemical Switches Using Metal
Complexes”, ICBIC-17, International Conference on Biological Inorganic Chemistry, 2015.7.20-24,
Beijing, China (Invited talk)
Kazuya Kikuchi, “Development of Multifunctional 19F MRI Contrast Agents with Fluorine-encapsulated
Silica Nanoparticle”, 13th International Symposium on Applied Bioinorganic Chemistry (ISABC13),
2015.6.12-15, Galway, Ireland (Invited talk)
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9. Kazuya Kikuchi, Development of Highly Sensitive 1°F MRI Probes with Tunable Chemical Switches,
The 7t Asian Biological Inorganic Chemistry Conference (AsBIC VII), 2014.12.4, Gold Coast, Australia
(Invited talk)

10. Kazuya Kikuchi, Intracellular Protein Labeling by Functional Probes with Tunable Chemical Switches
Labeling and Nanoscopy, 2014.9.26, Heidelberg, Germany (Invited talk)

11. FgHRIH, AERRICISW T, 2 Fofll il OBERE & BB FTRE 22 /0 JEIE MU B b 7T n— 7, G A
WEir— —WHOAEERIEY—, 2014.8.28, KBk (7 EHE)

12. Kazuya Kikuchi, Development of Highly Sensitive 19F MRI Probes with Tunable Chemical Switches
Gordon Research Conferences, Metals in Medicine, 2014.6.17, New Hampshire, USA (Invited talk)

(=]

1. Rho Maeda, Takeshi Sato, Kenji Okamoto, Yasushi Sako, Lipid-protein cooperativity in the regulation
of juxtamembrane domain dimer formation in epidermal growth factor receptor
5 55 [a] H AL P4, 2017.9.20, REA(Invited talk)

2.  Kenji Okamoto, Ryo Maeda, Yasushi Sako, Single-molecule FRET measurement for EGFR-RAS-MAPK
signal transduction pathway, Deciphering complex energy landscape and kinetic network from single
molecules to cells: a new challenge to make theories meet experiments, 2017.9.3-8, Dijon (France)
(Invited talk)

3. PEHERE, Ml R 0ES) - 2B ERIERIC L D EMEE, 5 69 5 H AMa Y Fa K, 2017.6.13,
il (FRAFaEE)

4. W, MBSO 13 F ik, 56 25 B AARASA F A A =T 0 7P fiiths, 2016.11.21, 44
R (D)

5. MR, Ml 2R OER S S IRTERK & #EE, 13 [0 JCGG v~ ARY ¥ A, 2015.10.1, 4 HE

6. RS, fﬂiﬂﬁﬂﬁx/ﬁﬁmé EEED 1 DT A A=V T, AAREFERE 13 FE YAV UL [Fv
NIBEORE - BEE FHIL A D =X L GHIE T, 2015.3.26, FRF (AR

7. EHESE, n‘lﬂﬂ’j WG Yy 8T —27 O 1 55F3Hl, ARFINSET +— 7 b THEmiEHRYE v 77 — 2RI
B DB LW EMELY) | 2014.8.29, BT (FARFHTH)

8. Yasushi Sako, Experimental aspects of intracellular dynamics of cell fate decision, The Joint Annual
Meeting of The Japanese Society for Mathematical Biology and The Society for Mathematical Biology
2014, Osaka, 2014.7.30, Osaka (Invited talk)

9. Yasushi Sako, Single-molecule analysis of cell signaling reactions, Single Protein Dynamics in Cellulo
SPDC 2014, 2014.4.25, Onna, (Invited talk)

QT |

1. Masaki Sasai, Fluctuating three-dimensional genome architecture and gene regulation,

Gordon Research Conference on Protein Folding Dynamics, 2016.1.10-15, Galveston, Texas, USA
(Invited talk)

2.  Masaki Sasai, Tomoki Terada, Qing-Miao Nie,Dynamical energy landscape perspective on protein
functioning, Deciphering molecular complexity from protein functions to cellular network: Symposium
at the PacifiChem 2015 Meeting, 2015.12.15-16, Honolulu, Hawaii, USA (Invited talk)

3. Tokuda Naoko, Shin Fujishiro, Masaki Sasai, Chromatin Domains and Heterogeneous Transcription
Activities, International Symposium on Chromatin Structure, Dynamics, and Function, 2015.8.23-26,
ffE (Invited talk)

4. Masaki Sasai, Eukaryotic gene regulation and chromosome architecture CSRC Workshop on Kinetics of
Enzymes and Molecular Machines, The Beijing Computational Science Research Center, 2015.8.18-19,
Beijing, China (Invited talk)

5. Masaki Sasai, Eukaryotic chromatin folding and gene regulation, 3rd International Workshop on
Theoretical and Computational Physics, 2015.7.27-30, Da Lat, Vietnam, (Invited talk)

6. HIEA, HFE—F —ORZERA T —)L, %6 RSyTE— ¥ —itims, RS, 2015.6.13-14, Hnt (]
FERHETE)

7. Masaki Sasai, Multi-funnel view of protein folding, The First Korean-Polish Conference on "Protein
Folding: Theoretical and Experimental Approaches", Korea Institute for Advanced Study, 2015.5.24-28,
Seoul, Korea (Invited talk)

8. Masaki Sasai, Epigenetic dynamics of gene regulation, Architecture, dynamics, and functionality of
molecular biosystems, 73 7-FFEHFFEAT, 2015.3.31, Okazaki, (Invited talk)

9. ESFEVE, BEAEEERIOBN T XX —F 0 RAF—7H %, & 359 [ CBI HAWFIEi#ES, HK
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%, 2015.2.24, BUR (FAFFH#E)

10. fEHEE, B AR 2 A F X 7 ZAOEFEA~AT T, 5 20 BIR@HRO T I 2ab—2a VY URY UL, 4
HRAF, 2014.12.4, AR GEHHER)

11. Masaki Sasai, Qing-Miao Nie, and Tomoki P. Terada, Dynamical energy landscape view of actomyosin
motors, The 7th Korea-Japan Seminars on Biomolecular Sciences, Korea Institute for Advanced Study,
2014.11.27, ¥ v /v (Invited talk)

12. Masaki Sasai, Toward a theory of gene regulation dynamics, F KAAMEIRE S A T LR FHEMENL S FHE KR
PRl I —, 5K, 2014.10.24, S (FRRREE)

13. Masaki Sasai, Allosteric dynamics of proteins Macromolecular dynamics: structure, function and
diseases, Kavli Institute for Theoretical Physics, 2014.7.1, Beijing, (Invited talk)

14. Masaki Sasai, Dynamical Landscapes of motors and enzymes Macromolecular dynamics: structure,
function and diseases, Kavli Institute for Theoretical Physics, 2014.6.27, Beijing (Invited talk)

15. FEHHA, fEHEF, Eé%iﬁ%ﬁ, T DANARREE DE ) I a b —Y g
%5 14 |9l B AR A E R RFR, 2014.6.25, Bk (FF7EE)

16. Masaki Sasai, Naoko Tokuda, Shin Fujishiro, Fluctuating genome structure and gene regulation 8th
IUPAP International Conference on Biological Physics, 2014.6.20, Beijing (Invited talk)

[ it ]

1. PEbE, /MR Dk Rk O R 22 M, 55 13 [ B AREEF = Y — 27 4,2015.10.19, 4
R

2. EREME, HZFRERZET L E Ulo/MaRIc B g 2t/ Mgk o ke 22 [H1#, 55 186 RIFEREMAmIte, ¥
U v =L (BR) i 135,2014.7.11 (FAFFEH)

(G|

1. Shin, H.-W, Membrane dynamics and phospholipid flippase activity. Membrane Lipid Transporter
Symposium 2018, 2018.9.27, Kyoto iCeMS (Invited talk)

2. EF' HERE, UV URE T Y » SNEMIC L DI OTEIRZ A & MIladgRE, 5591 I H AL PR RE. YU ARY Y

, 2018.9.25, HUHL (FEAFHETH)

3. EF' %ﬁﬁ, HEREAEE =7 U v /X — B OB R M L IEMERET A 1 = X &, RIRKRFEAEMZEITE X - —41K
i E £ 2018, 2018.3.2, KB (FFFF#EH)

4. Shin, H.-W, Specific substrates for P4-ATPases and their regulation in mammalian cells.

The 15th International Conference on Na, K-ATPase and Related Transport ATPases. 2017.9.27, Otsu,
Japan (Invited talk)

5. HHEE AT VLU T 7 4 v 712K 5 P4-ATPase OTEVEFREIMEAE, 25 89 [0l A A4L(L P K4, 2016.9.27,

e (R
(BT 7]
1. Chikako Shingyoji, Mechanical activity of dynein and its dynamical regulation underlying oscillatory

movement of sperm flagella. International Workshop Dynein 2017, Awaji Yumebutai International
Conference Center, 2017.10.29-11.1, Hyogo

2. Chikako Shingyoji, Mechanical activity of dynein and its dynamical ordering underlying oscillatory
movement of sperm flagella, The 3rd International Symposium on Dynamical Ordering of Biomolecular
Systems for Creation of Integrated Functions, 2015.1.10, Shima, Mie (Invited talk)

(@A)

1. Masaaki Sugivama, Integrative approach to protein structure and dynamics Protein structure and
dynamics under high density condition = crowding condition, The 8th The 8th Taiwan-Japan Joint
Meeting on Neutron and X-ray Scattering, 2018.3.14-17, Taiwan (Invited talk)

2. Masaaki Sugivama, Study on intra- and inter-protein dynamics by neutron solution scattering
The 17th KIAS Conference on Protein Structure and Function, 2017.9.21-23, Korea (Invited talk)

3. Masaaki Sugiyama, Investigation on domain motion of protein by neutron scattering
Frontier Bioorganization Forum :Dynamical ordering and integrated functions of biomolecular systems,
2017.4.24-26, Taiwan(Invited talk)

4. Masaaki Sugiyama, Neutron Scattering for Bio-molecular Systems, Grand Challenges in Small-angle
Scattering, 2017.3.19-21, Okazaki, Japan (Invited talk)

5. Masaaki Sugiyama, Subunit Kinetics in a-Crystallins, The 9th Korea-Japan Seminars on Biomolecular
Sciences, 2016.11.14-16, Gyeongju, Korea. (Invited talk)

6. Masaaki Sugivama, “Subunit Kinetics in Dynamical Proteins”, Japan-Korea meeting on Neutron Science,
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10.

2016.1.8, Busan, Korea. (Invited talk)

Masaaki Sugiyama, “Subunit Kinetics in a-Crystallins”, International Conference on the Lens 2015,

2015.12.6-11, Kona, Hawaii. (Invited talk)

FIER], TR <ALF oA /N BELOFEAE &S, B AR(EFE,

%5 95 [AIRFAESR, 2015.3.29, MG (FRHFERH)

IIEH, TPEF O HPPEFIC X2 Tt O 7o O MR EEL, 5% 6 Bl MLF > >R 7 4,2015.3.18, S <X
(FaAsam )

EIUNEY, a2 T 2 MER M OEKFICTRD Z /37 EOEET O - BirutkE

% 37 RISy AR Y A, 2014.11.12, B GRFF#TE)

[(FriaHE]

1.

10.

11.

12.

13.

14.

15.

16.

17.

ERBT AT PR OBIEIC K57 S m A FEIGROMHEMY & 5, & GRS Em s
2017.12.1, KFx

BRI, 7 04 FERICBT 3 EARS THEAT n AOBLE, § 176 BAEAEES

2017 6.22, fIJJ'“

w

analysis of preflbrﬂlar 1ntermed1ates, BrEi iR TE R T S HERE) B b RIERR T AR Y

U 2017 1. 22 %ﬁ(lnvited talk)

formation, J apan-Taiwan Medlcal Spectroscopy International Symposium, 2016.12.5, Awaji, Japan

(Invited talk)

Eri Chatani, Takato Hiramatsu, Yukari Itakura, Roumiana Tsenkova, Investigation of Water

Molecular System Dynamics in the Early Stages of Amyloid Formation, AQUAPHOTOMICS:

UNDERSTANDING WATER in BIOLOGY 2nd INTERNATIONAL SYMPOSIUM, 2016.11.28, Kobe,

Japan,(Invited talk)

Eri Chatani, Investigating early steps in amyloid fibril formation, HF/EMMEHEET a4 > hy R

TUL EAERGEAA AT 7 ) n =D, 5 b4 B A ALY B S, 2016.11.25, K (]

Tt i)

Eri Chatani, Naoki Yamamoto, Molecular Exploration of Prefibrillar Intermediates That Lead to

Formation of Amyloid Fibrils, Indo-Japan Joint Seminar on "Frontiers in Molecular Spectroscopy:

From Fundamentals to Applications on Material Science and Biology", 2016.11.14, Kanpur, India,

REFRPE, BAERTEE R OBIZRIC L D7 I v A FHHEOIRIER L O OB 0P 5 63 18] HAAL

fb5as TSGR, 2016.5.21, M5 (FRFRE#ETH)

R, 7 I v A NRMERICADND Z o X7 BHHIEE A =X L0, BARLFEE 96 BFEF

£,2016.3.24, 50 (A7)

AT s E N BROR HEEFIL MY AR Roumiana Tsenkova, 7 X 2 A REHEDRREZIE B ICHIT 5

KOBEEME, BMB2015,##77,2015 4% 12 A 1 H  (FFAREETH)

A a8, Roumiana Tsenkova, 77 X v A RHHEDIERUCHE 5 K OBV REMEH, 5 31 [HLEIRAN T +—F A,

Bk, 2015.11.26 (FAFF#TH)

BEAEEL, 7 I v A NEHEZ AN R & 2 K EE D21k, REK PR AR5 156 8 [ X% v /7B D
BRI L 2 OB - EEEEICRE T D582 ,2015.11.19, KR (FRFFREER)

Er1 Chatani, Exploring the early stages of protein association in the formation of amyloid fibrils

IPR and ANU joint symposium “Protein structure and function”, 2015.11.16, Australia (Invited talk)

Eri Chatani, Yuki Masuda, Yutaro Tsuchisaka, Takato Hiramatsu, Yukari Itakura, and Roumiana

Tsenkova, Exploring the early stages of generation of amyloid fibrils from the viewpoint of water
molecular system dynamics, The 15th KIAS Conference on Protein Structure and Function, 2015.9.18,
Korea(Invited talk)

Eri Chatani, Recent progress in understanding the early stages of generation of amyloid fibrils

Kwansei Gakuin-Kobe University Joint Symposium: International Symposium on Recent Advanced in

Near Infrared Spectroscopy, 2015.9.5, Sanda, Hyogo (Invited talk)

Eri Chatani, Investigation of molecular mechanism for the generation of amyloidogenic nuclei

%15 IEI H $EE’E%%?%E%,2015 6.25, M (?Hﬁ%%‘@i)

Dependence of the Complex D1e1ectr1c Spectra of Proteins at GHz and THz Regions Obtained by THz

Time-domain Spectroscopy and Dielectric Spectroscopy, AWEST2015-The 34 Awaji International
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18.

19.

20.

21.

22.

Workshop on “Electron Spin Science & Technology: Biological and Materials Science Oriented
Applications”, 2015.6.17, Awaji, Hyogo

AR, 7 IvA FRHEERICR T 2EAENHES A T =X L0MY, AAFEFRE 1356 RI4EX,
2015.3.26, ftfi

BRI, 7 I v A Mol OB A I = X L OMEY, RS- F28RET - MFJEs 5 7 B2 oo
7 DORFESE L O - EEEEICEET 250, 2014.12.11, KR

Eri Chatani, Association mechanism of protein molecules in the formation of amyloid fibrils
Indo-Japan Joint Workshop on "Frontiers in Molecular Spectroscopy: Fundamentals and

Applications to Material and Biology", 2014.11.26, &F

Eri Chatani, Understanding early events in protein assembly for the amyloidogenic nucleation

Japan-Hungary Seminar "Mechanism and regulation of aberrant protein aggregation", 2014.11.20, X
13

Eri Chatani, Investigation of early association of protein molecules during the amyloidogenic
nucleation, 2nd Awaji International Workshop on "Electron Spin Science & Technology: Biological and
Materials Science Oriented Applications", 2014.6.16, IftfE

(FF—1k])

1.

TEN R, FEREZ o7 KaiC OEZE, B0y F/EW 2017, 2017.12.1, FH# (GRFFH#HE)
SFN I, T— A T T EKUKENC K DEEE S R0 KaiC OSSR, % 68 [l H AEXIKE)
FAHRSE 2017.11.25, KB (BRI #E)

3. FNME, T NI TIUTHRBLATINDZ L, HARARFEETFOL #13EE 2 F—,2017.5.28,
Kt (A

4. FANE, RERENOM A KE: BIRFOERZBE- T JLUGFAEY TR T T L-CEEA DO
H B RHEEAE, 2017.3.11, 4 &2 (FRFRER)

5. SFN—Mli, 3ODX NI EHTHMKTE L5V T /77 V7 OEYEEEE, & 53 [BIH REMYELFRFS
IR Y T I TATP KRG REDAAET DR 22 BB T OTE R ,2015.9.14, @R (FATF#E)

6. FWN—ME, 7 /77 U7 OBHEGELFES, SHIEENF IS 2014,2014.12.23, [l (FBEFE)

7. KWW, > 7 2 "7 7 U TREERS o878 KailABC OBEH U X 2 A4 s g Bz g ¢
11 EDEARFRETFORE I —,2014.12.7, T (FEREEE)

(7K B e ]

1. ZKEPREE, BRIEVEENF, KAE—IE, Bl o ) RISE IR 2 Milaaisok®l, 5 39 Bl AR F4EWT
RS, 2016.12.2, Bt (FRFFRTE)

2.  Kensaku Mizuno, Dynamic reordering of actin cytoskeleton in mechanical force-induced cell responses,
The 4th International Symposium on Dynamic Ordering of Biomolecular Systems for Creation of
Integrated Functions, 2015.11.24, Fukuoka, Japan (Invited talk)

3.  Kensaku Mizuno, Roles of actin dynamic ordering in mechanosensing and cell proliferation
The 53rd Annual Meeting of Japan Biophysics Society, 2015.9.14, Kanazawa, Japan (Invited talk)

4. KEFEEAE, HFEINH] S 7 I AR RY e — IR B TE OB, 55 67 [l A AR A e E 4 ,2015.7.1, HR

(53R T)
(CRNEERIIES) |

1. Kazuyoshi Murata, Structural analysis of Pithovirus sibericum by Cryo-EM, % 12 [51H &K%/ A4
PR, HKFEX v /8%, 2018.3.7, IES (FAFHH#IE)

2. MHEmME, =W EE Y FARU, WK @R EYTANVADT T A FE MBI K D HIERT,
2017 FEEAMBERFROFFER KRS, MER— FETRT I, 2017.12.6, #h7  (FHRFHERH)

3. Kazuyoshi Murata, Single Particle Zernike Phase Contrast Cryo-Electron Microscopy Combined with
Direct Detector for Analyzing Membrane Proteins and their Dynamics, % 89 [H H AL F S K
£,2016.9.25, {5 (Invited talk)

4. FHIFE, 7 74 TEFBEBEEICE D F 7 EOWRLFREIERANT, BARANA A A A=V 7EaRK 25 [H
R, 2016.9.6, 4l R (FFFEH)

5. KfHFNFE, E&EEFIHME TS T 7 4 —OAEYISH, AARBBEIESE 72 BIANEES, 2016.6.14, Al
B (RF )

6. Kazuyoshi Murata, Dynamical ordering of virus particle for creation of integrated functions
The 4th International Symposium "Dynamical ordering of biomolecular systems for creation of
integrated functions", 2015.11.22, Fukuoka, Japan (Invited talk)

7. Kazuyoshi Murata, Visualizing the Infection Process of T7-like Cyanophage in the Marine
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Cyanobacterium Prochlorococcus by Cryo-Electron Tomography IGER International Symposium on
Frontiers in Biological Research withAdvanced Electron Microscope Technologies, 2015.1.16, Nagoya
(Invited talk)
8. Kazuyoshi Murata, Advanced biological applications for high-voltage electron microscopes,
International Symposium on Analytical Science and Technology, 2014.11.20, Daejeon, Korea
[1lAE—]
1. fEE, UARE— Mo REBE L BRERR FE7 VK 2AERO Y I 2 b—va v, RS
MEERE R O PR ), 2018.3.13, @M (FBREAEH)
2. ZREWTEE, |UARE— R EAEHT M0 )TV, s TERROHRREY), 2018.3.13, ¥
NENC R T 2]
3. [UA&E—, A particle-based minimal model for crawling and proliferating cells on substrate, H A%
PR 55 [A14E4s, 2017.9.19, REART (FRFF#EEH)
4. Ryoichi Yamamoto, "The emergence of collective motion: from glass to biological systems" CerSJ-GOMD
Joint Symposium on Glass Science and Technologies, 2016.11.16, Kyoto, Japan (Invited talk)
5. Ryoichi Yamamoto, "Collective Motion of Cells Crawling on a Substrate" The 4th International
Conference on Molecular Simulation (ICMS2016), 2016.10.23-26, Shanghai, China (Invited talk)
6. LWAE - HBOMEMETI2MREMOET 7y Ial—ray) fLPLFS 48 [MIKFER SR
S URY T N TSP-3 HE I e A AT ae A A ) _— 3], 2016.9.8, T (FREHER)
BEA
(EmEA]
1. Tomohisa Sawada, Makoto Fujita, Peptide-entangled polyhedral by folding and assembly, 43rd
International Conference of Coordination Chemistry, 2018.7.30, flli& (Invited talk)
2. Tomohisa Sawada, Concerted folding-and-assembly of short peptides via coordination
The 2018 Wolf Prize Symposium, 2018.5.30, Israel (Invited talk)
3. Tomohisa Sawada, Creation of Higher-order Peptidic Nanostructures by Concerted Folding and
Assembly, H AR5 98 [AIFFF 4, 2018.3.20, T# (Invited talk)
4. Tomohisa Sawada, Metal—peptide nanostructures with unique entanglements, Symposium on Frontier
of Biofunctional Chemistry, 2017.12.12, Yokohama (Invited talk)
5. IEHAUA, BNLFEE & _7F NEEREZFIH LicHar -/ s o/, sieimititilile 74 79 A4 = A0k
AK—Bio. Phys. Chem. —H mOFEFE—, 2017.9.6, {5 (FRfFFiEH)
6. BFBHIMA, 74 —NAT 4 7&TERVT Y — == 70T T RiEF ) ZZH ORI 728, B AR
(b HAR S L KGR 2, 2016.11.24, [L1JE (FRFFkTH)
7. EHE A, ERICESECHEBIE  ALRICBIT OHEFEES,Z LTI+ — AT 4 7&TEVT Y —
F5E BEOKLFRY: A7 =078 —,2014.6.28, HFIL  (FLizHEH)
[EHER]
1. Yasuteru Shigeta, "An Enhanced Sampling Method for Searching Conformational Changes of Proteins

and Supramolecules", 2204 International Workshop on Quantum Systems in Chemistry, Physics and
Biology (QSCP-XXII), 2017.10.16-24, Hunan Province, P.R. China.

2.  Yasuteru Shigeta, "Cumulant Mechanics for Quantum and Statistical Physics", The 4t International
Conference on Molecular Simulation (ICMS), 2016.10.23-26, Shanghai, China

3. Yasuteru Shigeta, "Integrated approach toward rational design of enzyme", 2016 22d Japan-Thai
workshop on theoretical and computational chemistry, Yokohama City University, 2016.9.21-22,
Yokohama, Japan

4. Yasuteru Shigeta,“Simple conformational search methods for understanding biological functions”,
Shanghai Workshop on Frontiers in Molecular Biophysics, 2016.7.23-26, Shanghai, China

5. Yasuteru Shigeta, “Efficient Conformational Search Methods for Protein Folding Problems”, The nineth
Congress of the International Society for Theoretical Chemical Physics (ISTCP 2016), Grand Forks,
2016.7.17-22, North Dakota, USA

6. Yasuteru Shigeta, “A consistent scheme for accurately estimating acid dissociation constant (p Ka) and
redox potential”, 44 Changsha Workshop on Theoretical and Computational Chemistry 2016, 2016.6.10-
12, Changsha, Hunan, China

7. Yasuteru Shigeta, “Inverse Histogram-based Sampling Algorithm for Protein-folding Problems”, The
Seventh Asia-Pacific Conference of Theoretical and Computational Chemistry (APCTCC 7), Kaohsiung,
2016.1.25-28, Taiwan
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8. Yasuteru Shigeta, “Simple Conformational Search Algorithms For Protein Folding”, 6th Czech-Slovakia-
Japan Theoretical Chemistry meeting, 2015.10.11-14, Bratislava, Slovakia

9. EHEBMH, BRI EDT b7 v b e BEEEREOmLEL L I Lo 7 a b Ukt - A D &n,
PR AR YT N TEE L7 e b i) ,2015.9.13-15, 4R, £l

10. HEHEMR, “F hruh ¢ BEERICBIT 27 e b Uk OEREENT”, it (Y o7 8N
Ho7n hrEiEEEZD] , 45 1hF,2015.8.20-21, X

11. EHBEM, BRI S S EBERMREMNT : T F 7 n A cBILEEFEO T r AR T ERIE LT, B
REFEWVERTZERT  THEEVERL AR A ) — X Q) THOS L #mik] ), 2015.6.24-26, i1, T2

12. HHEM, “FREHREICL D7 /"7 H D pKa & HEEKEEFRRD”, H A2 U ARY UL 777 hxr—
vary Avhy F—U XA ARG TAERERIAE O 2 OKFILEE R FREKRT, (F TR 26 FE)
2015.3.21-24, HI{

13. HHEM, TRy FENFECLDZ L RIETOLT ARy MO L7 A X NOBEGRRY Y —
27+ a v/, February 16th 2015, H AR WP 7B S HME © X 7 LA5HER Y ® % —,2015.2.16, T3 (1
FERHETH)

14. EHBMR, "H & EROWHER T 70 —FIZ L 586 A E b Z2 Wb B r i s s ge Ta ik Eaon
WA B 2 BIABH Y AR YT A January 2314-24t0 2015, T8 T A 7 A = A& % —,2015.1.23-24, KR

15. BEHEFMR, FERIEMEREIC T 2208 & R A B VAR Y U A TR R ' b5 HA
DICHT#R) , FAEFEIFFERT, 2015.1.22-23, Ft

16. HHE R, MFHAMESENIIEIC X 2 WEERTROGRR ) 27 BIEGHIR S »R Y U A EY KR, 2014.12.24
26, H

17. Yasuteru Shigeta, “A Molecular Design of Nonlinear Optical Properties and Conductivity Switches on
the Basis of Open-shell Nature”, 2014 Workshop on Innovative Nanoscale Devices and Systems
(WINDS),. 2014.11.30-12.5, Hawaii, USA

18. Yasuteru Shigeta, “Protein Folding Processes Detected by Enhanced Sampling Techniques”, 19th
International Workshop on Quantum Systems in Chemistry and Physics, 2014.11.11-17, Tamsui, Taiwan

19. Yasuteru Shigeta, “Towards Theoretical Design of Catalytic Activities of Enzymes”, The Asia Hub for e-
Drug Discovery Symposium 2014, Sichuan University (SCU), 2014.11.11-12, Chengdu, China.

20. Yasuteru Shigeta, “First-principles analysis on enzymatic degradation of nylon”, 2nd World Congress on
Petrochemistry and Chemical Engineering, 2014.10.27-29, Las Vegas, USA

21. EHEM, HFEFRICE S X N7 EERET A ) 5 8 [a]l FMO BFJEsx (CBI %% 2014 42 AR)
Z 0 —7k— LR, 2014.10.28-30, R

22. EHER, “CMD O BAIES AT O H 25 Bla L BaT—at L -7 U T AKX FHA
> (CMD) U—7 = v 7, [HESEFHZEAT, 2014.9.1-5, HH#

23. HEFM FHRFIC LD pKa OmER L, 5 1 KT/ #Errse s, BRI, 2014.8.28-29, AF

24. Yasuteru Shigeta, “Computational Studies on Redox Potential of Metal Complexes and Model Cofactors”,
International Conference on Synthetic Metals, 2014.6.30-7.5, Turku, Finland

[k ]

1. Takamitsu Haruyama, Yasunori Sugano, Yoshiki Tanaka, Hiroki Konno, Tomoya Tsukazaki, High-speed
AFM observation of membrane protein embedded in Nanodisc, % 5581 A ARAYH B ZESFS, 2017.9.20,
REA (Invited talk)

2. Tomoya Tsukazaki, Arata Furukawa, Kunihito Yoshikaie, Takaharu Mori, Hiroyuki Mori, Yusuke V.
Morimoto, Yasunori Sugano, Shigehiro Iwaki, Tohru Minamino, Yuji Sugita, Yoshiki Tanaka, Protein
Translocation Motor SecDF, % 55 [a] HA/EMWHESFES, 2017.9.19, FeA (Invited talk)

3. Tomoya Tsukazaki, Snapshots of the proton-driven protein translocation motor, EMBO conference |
Protein translocation and cellular homeostasis, 2017.3.19, 7 a7 57 « K7 a7 =/

4. BIGEH, FrAESHZEER I TS Sec MAEO X i mEEMRNT, 8 16 Bl A ARAERTSES,
2016.6.9, Ml GHAfRFRE)

5. Tomoya Tsukazaki, Structure of YidC reveals a mechanism of Sec-independent membrane protein
insertion, The 25th Hot Spring Harbor International Symposium Cutting Edge of Technical Innovations
in Structural and Systems Biology, LN K%, 2015.11.14, & (Invited talk)

6. Tomoya Tsukazaki, Structure and dynamics of Sec protein-conducting channel, % 53 [a] H K444yl
DAEL, BYPUKRYE, 2015.09.15, 4R (Invited talk)

7. BIR B, BRE SR LA o RIS X 0 R Sz See/YidC I X B R FUETR SR

B3l AERSTF A A I S =LK - 0T F v 2 8R), 2015.08.31 (FHRFFER)
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8. Tomoya Tsukazaki, Structures of Membrane Protein Insertase YidC, Gordon Research Conference 2015,
Membrane Protein Folding, 2015.6.21, 7 X U 7, R A k> (Invited talk)

9. BRIfEth, ¥ 7B e~ EBIATIR Y X7 B YidC ONLIRE & 2 OFERE 1 197 [T A L AW
et I —/H4EEFIA - LRSS, RERT 2014.12.10, FAERT (FRFFETE)

10. FiREh, RERFE, TIEEE, R &, )08, OHRMERS, aakE—RR, HARHE
5 NI B DIESDIIAT D DS 23 7 B YidC Ok i s & E3ERT
AL 26 AR H A S RS, RURURY, 2014.11.3, HURHER SO X (R R

11. Tomoya Tsukazaki, Structure of YidC reveals a mechanism of Sec-independent membrane protein
2014 Joint Symposium, Integrative Microbiology, University of Minnesota, 2014.10.6, MN, USA

12. BGEh, % Ry B xR~ ERRATe YidC OIS & 2 OBRE, H AL TS SEHRO 7D O
2R, 2014.8.8, I (FAFF#TE)

13. Kk b, Fi M, EE R, HS B, P K5, Sec ¥ U HEIEEIEILE OIETITTT T,
%14 B AAREAERYSES, 2014.6.25, MR (FRFFEE)

14. FWEH, 7'a b UBRENVN & LRy B — S — SecDF, 4 TiHiigEe T A 7 BN O 7 v kv 0
FiREE 2 D] ,2014.4.21, W (RFFEE)

15. R, RRIRE, THEE, AR, &)1, GHRMEN, ARk —R8, WA, Z /37 B RAHIA A
insertase YidC D LIKHEE & o T#t%, HAMLFESE 95 BEES, HARAKE, 2014.3.26, #iET (BEF#
i)

[ 5 m#d]

1. EH#BH, @ FFEHOXT VT 4 AL v F 2 ZITHES W ETHIBEREMER B ORI, 2017 iR G AT, 90
RIS SCRTHT ¢ o /R 2 2017.9.12, BLAT (FRAFEETH)

2. Yuuya Nagata, Development of New Chirality-switchable Materials Based on the Solvent-dependent
Helix Inversion of Poly(quinoxaline-2,3-diyl)s, 10th China-Japan Joint Symposium on Functional
Supramolecular Architectures, Wuhan University, 2017.5.14, China (Invited talk)

3. EH#BH, &OFTEHOXT VT 4 AL v F o ZTHES L HHEREMA B OB, 5 65 &S FFAERK
&, P EBRSHY - JBRY,  2016.5.26, Kobe (FARF#H)

4. EH#, Development of Innovative Chiral Materials Based on Solvent-Dependent Helix Inversion of
Macromolecular Backbone, HA(LF2 FITHRFFES, BINKZAKT, 2016.3.17, #ikEhi  (Invited
talk)

(EESEETE)

1. BB, o FREseY — v & UCORF e s FBMEE, 5 5 RIS L FEF ORI - IS
B4y, 2017.12.9, FEAR (FRFFHEIH)

2. JREPSEIR, @0 AR TR BIEE 2 BREE U 72 0 FEE SRR F OBEK, 2017 AR B A E DU [E SR R Ay Rkl 2,
2017.12.5, SSHL GFAFF#ETE)

3. EESEIR, R — L & U COERRR 2 FREE B A A — T 7 A ARBMEEYS T2 08
BIEIFEER ) 28 2 [BIAfFgE4s, 2017.11.17, [y (FAFFaHEE)

4. FEIER, A0 TOMBEEZBETE 5 A TR -ETHEMBEOKAR—, & 7 | CSJ (LFE7 =24,
2017.10.19, Hxt (FEfF#EDH)

5. JREP=EIR, R0 fREERE 7-BAIEE T G0N T 2 BN TRV, 8 5 BN ALY VAR U AE T T
+—7 A, 2017.9.6, L (FEFF#IE)

6. JREFSEIR, 0 T RHEAINIED 7o DR TS R REBR RSB Bk 2 L ff, AIKOC-1, 2017.8.5, 4l (FF5#)

7. BEESEN, B OMEEFEMEE T B, £ED, ST ORTFE L LR D, MEWEAIE L ETE
HEMERERE 25 1 RIS F 0%, 2017.7.28, KL (FRFEER)

8. Koji Harano, Functional Hybrid Vesicles Made of [60]Fullerene Amphiphiles Japan-China Joint
Interdisciplinary Symposium on Coordination-based Hybrid Materials, 2017.6.24, Okazaki (Invited
talk)

9. Koji Harano, The New Frontiers of Organic and Supramolecular Chemistry Explored by High-resolution
Electron Microscopy, Department Lecture, 2017.5.19, Zurich (Invited talk)

10. Koji Harano, The New Frontiers of Organic and Supramolecular Chemistry Explored by High-resolution
Electron Microscopy, Intergroup Seminar, 2017.5.17, Zurich (Invited talk)

11. BB 18, A0 FOR o e sl 2 kg 45, BASMB SR Y 2 AHSER - =)L ¥ —
74 —7 A, 2017.1.18, HAH (FBFEEH)

12, FEPSELR, SRR FBEMEI TUIV L ) « AV TEREERENY, SLECR TR, 2016.12.19, K

U (HRAFRETR)
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13.

SR, P AEENIHEFBRZAD | o roEliRE, % 6B CSJ L% 7 =A%, 2016.11.15, HIT
(FEFFHE)

(A RE]

1.

10.

11.

12.

13.

14.

15.

16.

17.
18.

19.

20.

21.

22.

23.

24.

25.

26.

Hiromitsu Maeda, ri-Electronic Ion-Pairing Materials That Exhibit Stimuli-Responsive Behaviors

International Congress on Pure & Applied Chemistry (ICPAC) 2018, 2018.3.7, Cambodia (Invited talk)

HIA X, A A7V 7 nBFRESEROAIR, FAG RS REGREZ, 2018.2.27, HU (FFF#1E)

Hiromitsu Maeda, ri-Electronic Ion-Pairing Materials That Exhibit Stimuli-Responsive Behaviors

SRR SRR S, 2018.1.24, [ (Invited talk)
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BIEKY, m EFRECEKOHER : RL7 0V 2HMBE LT FA v LA, il RPEHES,

2017.12.15, Frik (FAFFHRTH)

HIE KRN, A A VSN o0 B RO LT« A F T ESEROAIRL &G, &P R

S, 2017.11.22, i (FERFETEH)

IR, A A VISEES T OEMRERE L Lz n ETREGERORAIR & FEM, HRKFILFENA 4

X F—, 2017.11.17, B (FBFEETH)

B KO, 8715 il 2 O 1% 58 L2tk - et 058, B TRIRY: A7 A T 7 VIS HET

Feilla#s, 2017.11.6, \E7 (FBFE#E)

Hiromitsu Maeda, Ion-Pairing Assemblies Exhibiting Stimuli-Responsive Behaviors, A b T A7 —/LK

FHIES 2017.10.26, France (Invited talk)

Hiromitsu Maeda, Anion-Responsive n-Electronic Molecules with Dynamic Conformation Changes

AN T AT — )V RS, 2017.10.24, France (Invited talk)

Hiromitsu Maeda, Dimension-Controlled Ion-Pairing Assemblies Comprising Charged Metal Complexes

of m-Electronic Systems, 254th ACS National Meeting, 2017.8.20, USA (Invited talk)

Hiromitsu Maeda, n-Electronic Ion-Pairing Supramolecular Assemblies, International Symposium on

Pure & Applied Chemistry (ISPAC) 2017, 2017.6.8, Vietnam (Invited talk)

AR, n BT REGEOHER : 5177 A v LG, AEARILFHSFRUESSHS SRV,

2017.5.20, HUAE; (FAFFER)

Hiromitsu Maeda, Ion-Pairing Assemblies Exhibiting Photo-Responsive Crystal-Crystal Phase

Transitions, China-Japan Joint Symposium on Functional Supramolecular Architectures, 2017.5.14,

China, (Invited talk)

BIH A, n EFRAF 0 R2 RThlESERORR, HARILFRE 97 REFES R,

2017.3.19, Rl (FAFFRRTE)

BT, A A WM o AR O b5 BEaeME o TR O R Ai#t, 2017.3.15, H,  (FAfFaREH)

BT IOE, 851 2 Doy 205 L2tk - BEREME DR BLEM KT CST 71 77 & A OB FIE

WA SRR, Y, 2017442 A 17 B (FRFR#TH)

I, A AR EEAT 5 n BT ROAKE B THEAL

R ER R HES, K, 201741 H 24 A (R FREE)

Hiromitsu Maeda,Supramolecular Assemblies Comprising m-Electronic and Photoresponsive Ions, 9th

Asian Photochemistry Conference (APC2016), 2016.12.4, + > 4R —/L (Invited talk)

Hiromitsu Maeda,Supramolecular Assemblies Comprising m-Electronic Ions, % 2 [FEK 7w =7
(BIRKF) VRV T A, 2016.10.27, 4R (RFF#EE)

Hiromitsu Maeda, n-Electronic Ion-Pairing Supramolecular Assemblies, &k awFseiT (B &

4 —) % 2 5] RIECEN & 2 +—, 2016.7.27, #hH

Hiromitsu Maeda, n-Electronic Ion-Pairing Supramolecular Assemblies, International Symposium on

Polymer and Related Materials, 2016.7.13, %, China (Keynote Lecture)

Hiromitsu Maeda, n-Electronic Ion-Pairing Supramolecular Assemblies, International Symposium on

Polymer and Related Materials, 2016.7.10, ~~/L £ ., China(Invited talk)

Hiromitsu Maeda, n-Electronic Ion-Pairing Supramolecular Assemblies, 2016 International Workshop

on Nanomaterials and Nanodevices, 2016.7.8, dt, China (Keynote Lecture)
Hiromitsu Maeda, ri-Electronic Ion-Pairing Dimension-Controlled Assemblies, The 8th Japanese-
Italian Liquid Crystal Workshop (JILCW2016), 2016.7.6, ## (Invited talk)
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Yohei Haketa, Yuya Bando, Hiromitsu Maeda, Ion-Pairing Assemblies Based on “Genuine” - Electronic
Tons, 12th International Workshop on Supramolecular Nanoscience of Chemically Programmed
Pigments, 2016.6.18, Hiif(Invited talk)

Hiromitsu Maeda, Pyrrole-Based Ion-Pairing Supramolecular Assemblies, 229th meeting of the
Electrochemical Society (ECS), 2016.5.30, San Diego, USA (Invited talk)

BT A, HISEMEA A 26722 2 WOotHlRE SR ORIR, A AP RHEICHEFES Kol
2016.3.27, FH (FFF#EE)

Hiromitsu Maeda, Supramolecular ion-pairing assemblies based on anion-responsive m-systems
251st ACS National Meeting, 2016.3.16, ¥ > 7 .t = = (Invited talk)

Hiromitsu Maeda, Supramolecular Assemblies Comprising Ionic m-Electronic Systems, Japan-China
Joint Symposium on Functional Supramolecular Architectures, 2016.2.25, [l (Invited talk)

BT IO, o R A Ao & Bk & U7 SE SR DRI, 201548 B 0 AHEE T S ~ A
2 —GhE, 2016.1.29, 4R (FERFETH)

Hiromitsu Maeda, Supramolecular Ion-Pairing Assemblies Based on Anion-Responsive n--Systems
MATCON 2016 - International Conference on Materials for the Millennium, 2016.1.15, =—5
(Keynote lecture)

Hiromitsu Maeda, Ion-pairing assemblies based on anion-responsive m-electronic molecules

Pacifichem 2015, 2015.12.20, 7 / /L L(Invited talk)

Hiromitsu Maeda, ri-Electronic Ion-Pairing Supramolecular Assemblies, Japan-Euro Joint Workshop

for Photo- and Electro-Molecular Mechanics, 2015.10.6, k » —/L— X, (Invited talk)

BT, A A IWEMEnE 1R A2 R & L2 konhilAE S R ORI, ARG T R T A,

2015.9.10, HUR (FAFFa#T)

Hiromitsu Maeda, m-Electronic Ion-Pairing Supramolecular Assemblies

Oy TR TS, 2015.7.29, [HiF(Invited talk)

Ryohei Yamakado, Hiromitsu Maeda, n-Electronic Systems That Provide Various Anion Complexes

and Resulting Ion-Pairing Assemblies, 11th International Workshop on Supramolecular Nanoscience

of Chemically Programmed Pigments, 2015.5.30, .t (Invited talk)

Hiromitsu Maeda, Ion-Pairing Assemblies Comprising Pyrrole-Based m-Electronic Systems

227th meeting of the Electrochemical Society (ECS), 2015.5.24, % = (Invited talk)

BIHAOE, TomEFRA A 2R e LB FHEGIRORIR) | AR FRHEIBEFES K,

2015.3.29, fintl (FAFF#TE)

Hiromitsu Maeda, “Supramolecular Assemblies Comprising Ionic m-Electronic Systems”

ANGEL Kick-Off Meeting 2015, 2015.1.28-29, #iR (Invited talk)

Hiromitsu Maeda, “Tonic and Ion-Responsive m-Electronic Systems and Their Supramolecular

Assemblies” , 43 T-RHFAF AT 2, 2015.1.20, [f{lE(Invited talk)

Hiromitsu Maeda, “Supramolecular Assemblies Comprising Ionic m-Electronic Systems”, China-Japan

Joint Symposium on Functional Supramolecular Architectures, 2014.12.10-13, K, F[H (Invited

talk)

RIS, TnEFRA A2 e LIS FESIEROAIR] | BROKELFRFHFTCFRGER S,

2014.12.3, HUR (FAfFaEDE)

IO, mEFRaelir=y M & Lol FREAGEORIR] | FOTHER RIS LR
( [y v8ER ) FERERESR) |, 2014.11.11, B (FBERFEDRH)

HIEAOE, TEAMDEFRICBT 2% 7 V7 RO, H4RICSIHEF T = X 72014,

2014.10.16, HR

HIE ARG, TofEF52A A OWRGTHlERES ) |, B8laliE 7 TR, 2014.10.9-10, I (FHf5#

1)

Hiromitsu Maeda, “Assemblies of 1-Conjugated Ionic Species Providing Electronic Materials” ,

International Union of Materials Research Societies, International Conference in Asia (IUMRS-ICA

2014) 2014, 2014.8.24-30, @ (AFEE)

Hiromitsu Maeda, “Supramolecular Assemblies Comprising Anion-Binding and Metal-Coordinating m-

Conjugated Ionic Building Units”, 248th ACS National Meeting, 2014.8.10-14, %> 7 5 . 3 X 2

(Invited talk)

BIEROE, [ A ISEMnE TRz R e Lic@a FRe RO/ |, #iEBY 17—, 2014.7.23,
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52.

Hiromitsu Maeda, “Ion-Based Assemblies of Pyrrole-Based n-Systems”, Eighth International
Conference on Porphyrins and Phthalocyanines (ICPP-8) ,2014.6.22-27, A A% > 7 —/L (Invited
talk)
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1. T. Ikeya, *Y. Ito, “Advances in NMR Data Acquisition and Processing for Protein Structure
Determination, Experimental Approaches of NMR Spectroscopy -Methodology and Application to Life
Science and Materials Science”, Springer, 63-99, (2018)
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1. T.Uchihashi, H. Watanabe and N. Kodera, “Optimum Substrates for Imaging Biological Molecules with
High-speed Atomic Force Microscopy”, Methods Mol. Biol., 1814, 15-179, (2108)

2.  T. Uchihashi, “High-Speed Atomic Force Microcopy”, Compendium of Surface and Interface Analysis
(The Surface Science Society of Japan, Eds) (Springer), pp. 263-267, 10.1007/978-981-10-6156-1, (2018)
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