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HEHEE, AN 7Y v R~ 2B 58I RO T LLVEZER, B ARESE
&% 14 FRE, 2012 /£ 8 H 23 H, HL.

Minako Ueda, Transcriptional network for Arabidopsis zygote polarization”, -A New
Generation of Plant Embryo Research-, NAIST International Symposium, Oct. 29,
2012, Nara. (Organizer)

HIFZERN R Y RS = DT A TA A= 7 5 54 EIFEYAERSFS, 2013
43 H 21-23 B, [l

Kawasaki, T., Yamaguchi, K., Yamada, K., Ishikawa, K, Tsuge., S, Shimamoto, K.,
Ichimura, K., and Yoshioka, H. OsRLCK2 targeted by Xanthomonas Xo001488
effector regulates MAP kinase cascade activated by Os CERKI1-mediated

recognition of chitin in rice, The Biology of Plant, 77th symposium of Cold Spring
Harbor Laboratory, May 30-June 4, 2012, Cold Spring Harbor, USA.

Ishikawa, K., Yamaguchi, K., Sakamoto, K., Muraguchi, Y., Tsuge, S., Shimamoto,
K., Kojima, C., Kawasaki, T. OsPUB44, a regulator of PAMPs-induced basal
resistance, is targeted by Xanthomonas type III effector Xo003222, The Biology of
Plant, 77th symposium of Cold Spring Harbor Laboratory, May 30-June 4, 2012,
Cold Spring Harbor, USA.
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Yamaguchi, K., Yamada, K., Ishikawa, K., Tsuge, S., Ichimura, K., Yoshioka, H.,
Shimamoto, K., Kawasaki, T. OsRLCK2 targeted by Xanthomonas X001488 effector
regulates MAP kinase cascade activated by OsCERKI1-mediated recognition of

chitin in rice, XV International Congress of Molecular Plant-Microbe Interactions,
July 29-Aug. 2, 2012, Kyoto.

Yamaguchi, K., Masutani, 1., Ishikawa, K., Kawasaki, T. OsBPC1 targeted by

X001488 effector regulates chitin induced immunity in rice, XV International

Congress of Molecular Plant-Microbe Interactions, July 29-Aug. 2, 2012, Kyoto.
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Yamaguchi, K., Yamada, K., Ishikawa, K., Kishi-Kaboshi, M., Takahashi, A., Tsuge,
S., Yoshioka, H., Simamoto, K., and Kawasaki, T. OsRLCK2 regulates MAP kinase
cascade activated by OsCERK1- mediated PAMPs recognition in rice, 5 54 [] H A
WARSS 2013 45 3 7 21-23 A, (L.

TNFEEREAY, WEH R, M, S har R T v ha s L—K T L BTE
BB AL - O BLHE, 55 53 B H AN A ZEZSFES, 201243 A 17 H, #L4L.

A, NEEEA . S har RYTH ) MM XA EER O 22T 4
7 HilfH, % 85 Bl A ARG TFAMFFES, 2012412 H 11 H, f&EM.

Koh Onimaru, Mikiko Tanaka, Insight into the origin of the thumb, The Making of a
Vertebrate - CDB International Symposium, Mar. 4-6, 2013, Kobe.

Mikiko Tanaka, Evolution and development of vertebrate limbs, 7th International
Chick Meeting, Nov. 14-18, 2012, Nagoya. (Organizer)

Natsuno Suda, Daisuke Shirakawa, Takehiko Itoh, Masashige Bando, Katsuhiko
Shirahige, Kohsuke Kataoka, Cheryll Tickle, Mikiko Tanaka, Dimeric combinations
of MafB, c-maf, c-Jun and c-Fos control the apoptosis—survival balance in limb

patterning under BMP/FGF regulation, 12th International Conference Limb
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Development & Regeneration, June 3-7, 2012, Mont-Tremblant, Canada.
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Shogo Ueda, Yasuko Kanazawa, Natsuno Suda, Ryo Yamada, Hisanobu Shimamura,
Ryoichiro Nakato, Katsuhiko Shirahige, Mikiko Tanaka, Cux2 can shift the limb
position along the rostral-caudal axis during chick development, 7th International
Chick Meeting, Nov. 14-18, 2012, Nagoya.
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725 L7 XKl S vz ik & kg oL, BABILERE 14 BIRE, 2012 £ 8 H
21-24 H., HH.

Koh Onimaru, Shigeru Kuratani and Mikiko Tanaka, Evolution of the lateral plate
mesoderm: Insights from amphioxus and lampreys development, The 4th Meeting
of the European Society for Evolutionary Developmental Biology, July 10-13, 2012,
Lisbon.

Natsuno Suda, Daisuke Shirakawa, Takehiko Itoh, Masashige Bando, Katsuhiko
Shirahige, Kohsuke Kataoka, Cheryll Tickle, Mikiko Tanaka, Dimeric combinations
of MafB, c-maf, c-Jun and c-Fos control the apoptosis—survival balance in limb
patterning under BMP/FGF regulation, Joint Meeting of JSDB 45th & JSCB 64th,
May 28-31, 2012, Kobe.

TR TCH, TR, BEASEE, )I32FE K, Hua Ying, MGk, Elizabeth Dennis, [Wil#4E
—, RNA-sequence 7% VW7o ~N7 B i fEfE] (S11xXR09) #F#AY72 NBS-LRR €7 —
TR T OBRE, BARABEFESE 122 BI#EES, 20124 9 A 14-15 H, U4,

Yamamoto, D. Neural basis for mating decision in female and male Drosophila melanogaster.

Janelia Farm Workshop: The Neurobiology and Evolution of Insect Acoustic
Communication. Janelia Campus Research Campus, Ashburn, VA, USA, May 14-16, 2012
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(invited).

Yamamoto, D. Single-gene-single-neuron approach to Drosophila courtship behavior. Cold

Spring Harbor Asia Conference: Invertebrate Neurobiology, Suzhou, China, June 18-22,
2012 (invited).
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Kanae Ito, Megumi Iwano, Hiroko Shimosato-Asano, Mitsuru Kakita, Pulla
Nakayama and Seiji Takayama. Analysis of intracellular signaling pathway in
Brassica self-incompatibility. International Symposium on “Signaling and
Coordination in Plant Development”, 2013 4= 11 H 29 H, &E.

Mai Tsukahara, Tetsuyuki Entani, Ken-ichi Kubo, Kohji Murase, Megumi Iwano
and Seiji Takayama. Molecular mechanism for S-RNase-based self-incompatibility
in Petunia. International Symposium on “Signaling and Coordination in Plant
Development”, 2013 45 11 A 29 H, & E.
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Motoko Igarashi, Keiko Ohara, Megumi Iwano, Masahiro Fujita, Nori Kurata and

Seiji Takayvama. Search for genes involved in cross- and self-pollination in the
Brassicaceae, % 55 B H AMEW AR ES . 2014 4F 3 H 1820 H, & IL.
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A, 20144 3 H 18-20 H., FIL.

WIFE N, ABE, A2, SILUEE], Analysis of fertilization in Arabidopsis thaliana
by STEM tomography. %5 55 [B] B AXEMAR S, 2014 423 H 1820 H, FHIL.
ATV B L LDFN ~72 72 LIEWiR~. % 91 BIAA A& IF—, 201348 1 6 H,
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FEE LS b, AARBLFEE 15 E#ES. 201348 H 30 H. #Hik.

WEPEE—. BFES ) AOREAMEN ] & Z 3RO RIT - B E A RHELOB=A I
i AAREEFEE 85 MKV —2 g v TR DY ) LROHELEE: - il ~+8
HAER O 7 27 A~], 201349 A 21 H., Kz,

* HE—. Frat sty y—z2radel b (=20 R « 7 X5 OBR LA
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Lithgow PE, Smith DA, O’Conner RE, Fonseka KG, Al Mutery AF, Ferguson-Smith
MA, O’Brien PCM, Matsuda Y, Nanda I, Griffin DK. Comparative genomics and
genome evolution of avian micro-chromosomes through the use of novel

chromosome painting tools, The 19th International Chromosome Conference, Sep.
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2-6, 2013, Bologna, Italy.

Srikulnath K, Matsubara K, Uno Y, Nishida C, Matsuda Y., Dynamics of karyotypic
evolution in squamate reptiles inferred comparative gene mapping, The 19th

International Chromosome Conference, Sep. 2—6, 2013, Bologna, Italy.

Uno Y, Nishida C, Takagi C, Igawa T, Ueno N, Sumida M, Matsuda Y., Molecular
cytogenetic studies on the process of genomic and chromosomal evolution in
Xenopus leavis after whole-genome duplication and the origin and evolution of sex
chromosomes in anuran species, The 19th International Chromosome Conference,
Sep. 2—6, 2013, Bologna, Italy.
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TSN BB, AMRIED], HRREE, KB, SR, @i, RETREAHS, IARIE.
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T, % 55 [E A A AFSES . 2014 4F 3 H 18-20 H, EIL.

Suzuki, G., Takada, Y., and Watanabe, M. Incest avoidance applicable in hybrid

seed production. International Symposium on Diversifying Biological Resources
-Toward Food Security and Sustainable Society-, Nov. 20-21, 2013, Tsukuba.
(Invited)

Sone, M., Hiroi, K., Sakazono, S., Osaka, M., Masuko-Suzuki, H., Matsuda, T,

Suzuki, G., Suwabe, K., and Watanabe, M. Characterization of pollen behavior on

self- and cross-pollination in Brassica rapa. Plant Biology 2013, July 20-24, 2013,
Providence, USA.

Osaka, M., Matsuda, T., Sakazono, S., Masuko-Suzuki, H., Maeda, S., Sewaki, M.,
Sone, M., Takahashi, H., Nakazono, M., Iwano, M., Takayama, S., Shimizu, K. K.,
Yano, K., Lim, Y.-P., Suzuki, G., Suwabe, K., and Watanabe, M. Cell type-specific
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transcriptome of Cruciferous stigmatic papilla cells from a combination of laser
microdissection and RNA sequencing. Plant and Animal Genome XXII, Jan. 11-14,
2014, San Diego, USA. (invited)
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Matsuda, T., Osaka, M., Sakasono, S., Takahashi, H., Nakazono, M., Iwano, M.,
Takayama, S., Suzuki, G., Watanabe, M., and Suwabe, K., Comprehensive analysis

of the Arabidopsis stigmatic papilla cell transcriptome. 24th International
Conference on Arabidopsis Research (Arabidopsis 2013), June 24-28, 2013, Sydney,

Australia.

Matsuda, T., Osaka, M., Sewaki, M., Sakasono, S., Suzuki, G., Watanabe, M., and
Suwabe, K. The Arabidopsis stigmatic cell transcriptome by LM-NGS. Plant Biology
2013, July 20-24, 2013, Providence, USA.

Takahashi A, Genome-wide expression analyses using allelic samples from
Drosophila Genomic Resource Panel constructed from a natural population of
Drosophila melanogaster, The 2nd Asia-Pacific Drosophila Research Conference,
2013 45 H 13 H, Seoul.
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Takahashi A, Genome-wide expression analyses using allelic samples from a
natural population of Drosophila, NIG Workshop: Evolution of Junk DNAs, 2013 4

6 H 22 H, Mishima.

Osada N, Finding evidence for weak compensatory evolution. NIG Workshop:
Evolution of Junk DNAs, 2013 4 6 4 23 H, Mishima.
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Ryohei Terauchi, Hiromasa Saitoh, Hiroyuki Kanzaki, Koki Fujisaki, Hiroki Takagi,
Kentaro Yoshida, Sophien Kamoun “Toward understanding evolution and function
of Magnaporthe oryzae effectors AVR-Pia, AVR-Pii and AVR-Pik”, 6th International
Rice Blast Conference, Aug. 24, 2013, Jeju island, Korea.

Ryohei Terauchi, Whole genome analysis of rice-Magnaporthe interactions, 10th
International Congress of Plant Pathology, Aug. 26, 2013, Beijing, China.
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Ichizo Kobayashi, Mobility of restriction-modification systems and their domains,
International Conference on Nucleic Acid Enzymes and Enzymes in Human
Diseases NAEEHD), June 17, 2013, Hong Kong.
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Kobayashi, Chromosome painting in silico in a bacterial species reveals fine
population structure, Workshop 1. Molecular Genetics & Virulence Factors, EHSG
XXVth International Workshop on Helicobacter and related bacteria in chronic

digestive inflammation and gastric cancer, Sep. 13, 2013, Madrid, Spain.

domains in DNA methyltransferases suggests epigenetics-driven adaptive evolution,
Campylobacter, Helicobacter and Related Organisms (CHRO) 2013, Sep. 16, 2013,
Aberdeen, UK.

silico in a bacterial species reveals fine population structure, Campylobacter,
Helicobacter and Related Organisms (CHRO) 2013, Sep. 19, 2013, Aberdeen, UK.
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Ichizo Kobayashi, Hiroe Namba, Tomoko F. Shibata, Tomoaki Nishiyama, Shuji
Methylome diversification through changes in the sequence specificity of DNA
methyltransferases, Infectious Disease Genomics & Global Health Conference, Oct.
17, 2013, Cambridge, UK.

Ichizo Kobayashi, Why restriction enzymes? RM, epigenetic powers driving
evolution, The History of Restriction Enzymes, Oct. 21, 2013, Cold Spring Harbor,
USA.
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Ichizo Kobayashi, Epigenetics in evolution, Commemorative Symposium for the
29th International Prize for Biology, Nov. 22, 2013, Fukuoka.
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TRERL SR, RIFARS. HiAA S v 2 AW & (B EE~OFIH. BT
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HHER T W OOMIIRA A — v T ROFRE. FHREERETR 7: 177 (2016).

Ve (S3HEIEE) 5510 3 FE% O small RNA. DOJIN BIOSCIENCE 2V —X [#Ex
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VEJERR (S fHENEE) 26 27 2 B inEMfE & ncRNA. DOJIN BIOSCIENCE > U — X [3E
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HEHBER. 77 7 TR RICBIT 50 T EREOFEREE - Z Ol H. JATAFF ¥x —
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A, UM . EoOREEE & BRMEORBUERE — 1 OIS T D ik
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Ea—H 2 RE— FEBFEOKAIHR BSJ-Review 6: 102-111 (2015).

LI, 1 IO EE B> T ERAEORS L Ok, AMFEETIE S 25.
Bt 101-108 (2015).

MRARIZ KD ER EHED HFE- RSN

(2014) THIE R R OVE P2 E | R 26 -9 H 19 H | HEZE 5 [PCT/IP2014/074837 |

WIZEAR

B

YR 23 AR EE~pk 27 R T R B RS BTN SEIAgE 15 o - B4R
B8 L W20 B ORI Tk, AA NP AR OF LWEBRFR 208 5
7o, B, A A RDT, R OBB A E O A DRV T2 XT &
A 5% RO THIEHEI AN LT, ARFFEREIRIE I MRp L, T W A xR FFoE
FOERZE N R 20 2 X0 %< OEMO T ) LAESIERS KEICRGTE D5
BRSO hoTo, I HITIE, T AEGEANOEAIZ LY | BRROAWERITS
B s Dzl ) MR AR RO Z &b BIRIICH NI D Do b o7z, D LD
R ARSI IR, A A DT e DS ) LT AP AEALERT RIS
ERZzb T, BENRHHASSa 7V 7 e o ) A BIsAREO LS E 55T
B, 7 22D DEBR) ZHO0NCT 52 L0k, Fi- koAl %z B 5
L7,

LUFIZi, LR EERE OISR B 1 - AFZEIEMGETHEIZ IR © 72 Brd i st se & L C ot
AR, RO NTYPITE L TR o To iR 7 E & FHEEEE . FERNEIEB ORI
Rk L7z, ARBECIE. 7/ & - B THBEOEMRMEN, sl U, kAR
O 2 DBIGIZE F 5 IHEE, @ FE A B 502 LT, S AR oW e iR 208 U ¢,
PERDBIRT TITA TERWEMRAMBIR DL X, BIZ EHW T 7 b O
IZE - T, TRbbLEBEETEE, REFRSOREREMN, v AER BIETi#iE0%
b, €37 4 v Il E N7 15 A - BIE B oI@EIAIC X - T
ARECHDH Z LA E L TIRE L, £io, IR Z A< BRI TRIET D
oo, AT 4TI EFo e FEE e by 7 AL THEEHE LT,
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HFEMBREAEELLTOHERER

-BRTHEEICETLECRMEFFECRH AT LEBEORBALE L[S

77T SRS TR — ST X A 7 O R A SP11 & MU K- SRK DA A
ERZN L CCTHOEZRHR L, T VoM 7 V& L VB RIRE I LTz Ca? it AR
it = (Nature Plants, 2015a), {E¥y~D /Mgt z 7 L7z Ca* e fE S5 Z & 2 W
bz L7z(Plant Cell, 2014), —J7, 7T ARHEM TIX, &S T r ¥ (4 Flca—Fsh
7= 18 FHFED LMK - SLFs & AW CHEMED H 2 IEE 2 OMET VWK - S-RNase % 4 THE
e fREEL, AL TV D 2 & &2 5 2NC L7z (Nature Plants, 2015b), 7238, H
Bk Y AT L CIIERR 1 L HETWR 03 ST & A TR TS Z &7 <
(L Ui 138544 o Balancing selection ! O L DIEBR 2 7Dk L. FEH il
VAT ATIHAEHMKE FEETRA SNT EER#EVATATISFE)

TE# R FSP11 (Balancing selection) I 3L \EIFSRK (Balancing selection)

= &/]) 7OFEI‘1—/G¥E.@Z>_ %E: L/\ 547 547

Selective sweep % HE(L OB & 74 S SW
§32 832

Z & & B 572 L7z (Nature Plants, o - sjﬂ
BOﬁ

2017) * S

° o
EBDRHERTL(FRH)
- = |~ ay p IJ 7 ':ﬁ#ﬁ%%j‘ 6 DNA TEXRE FSLFs (Selective sweep) I#9°L V&I F-S-RNase (Balancing selection)

B A FILEDHRE [KTHE]

A7V v MR T ORI IR,
%D DNA Bt A F AL D2 BLAR % iR
Wi, T bhar R TITmETRT DA
NE D Fe-S 7 T A X — A RIS 3
DNA JIit A F 1AV S DTG MR B A
BECTH DI & A BT L7z (New Phytol., 2013, Proc. Natl. Acad. Sci. USA, 2014),

*DNARAFILEEER Fo v ROVOBEFZREMRE [KTH, SWUMERFAE]
A7V v NEG ORI R EZ BRI D FACT & A b2 vy ~Xm s gl s

H172 DNA A FARIZE G- L TWD Z ENH LN E R Tz, AiHgE OF NG,

Yz A &% 7 N CHEET 5 2 Sl dE L CfgE A2 D 7= (Dev. Cell, 2011)

-7/ LERRICESZS / LEILOBEEZEZHAY A HITILTHEE [(FAE)
FEEARTE DT 7 U B A J7 =)L (Xenopus laevis) D Yefa (k2 K& cDNA & BAC
ra—rEkvy BT LT ARAIEREREG LT AHIRAERT 5 Z L2k Y

FEIfA YR & Z D %5 L 7= (Heredity, 2013; Cytogenet. Cell Genet., 2015) , # (2.,
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TERRE (X tropicalis) 7/ A & DHERIC Ko TREIERIIZ E b 72 ) BisFHERED
A LROBR T — BRI LT,

BB ABKOT IUAVAAIILDY 7/ LS| ZERE [(FAEDE)

Ep LR E ETE L C BT AVEME L THRLENTW D RE A KO T 7 U 1
AT NDF ) AECH &P E LT-(Nature, 2016), ZDOEREY ) A7 0y =27 kN TIL,
MBI L CWTe Ry Z A Y AT NRT 7Y Y AT DT ) A D EL
RAIRThH -T2,

-7 IS FHOABEBMEETFRIRT FSREBE~Y/ LEGTFHEOBTEREE
&~ [#5KHL, SIUBE. REFUIHRIFAR]

LV—H—~Agrad s ar ERERT—F o —E A G bE 7 i fafs
BTG T BURNTIE 2 ML U T AR J7iE%Z AW T A ITER & A 2O HEEE 23 H A
TER 5, ALEAHIARICIRE L7 @i EEE FIHHR Y A FEREEL, S0 7 4~7T
4 7 AERFME L TT —F _X—=R 5B LTc, KT —F X=X, 7/ 2B FHE DI
L O 7230 O M HA% 72 > 7= (Plant Cell Physiol., 2013, 2015)

- REAOBMECHHESIEECTELLDR
B % [deErit)

Yutt (I OZUIT, ITRFER T ORBR
DEERMIEC AR Sl 23, 3. M
Yot (R OREELZVICOW T L 7= b

(PLoS Biol., 2014) . HHEEMWIZ 1T D&
B & 2 OH R A W L7z (PLoS
Genet, 2015; Evolution, 2012) , 7z, ML -
R OHEEZHEAE TS 5 2 DBIT D man 907
VT, RAMYARE RO T 7 HARE e
DR A FIOET ) LRt sro et 7
fif1 L7 (PLoS Genet, 2014) , B FEMEN b h OIRKEREISIZ S 2 55 HICD
WTH R L7- (Nature Commun., 2013; Proc. Natl. Acad. Sci. USA, 2012, 2014) . %712,
47 ) NEEOECHEEMICE L CTiE, NHK 44 T2 X zero TR S 17-(2015 4F
7 H 26 HX),

CHEMRILED DALY D OERERR [(REE KEIXREHE]
HEALENIC (LB E LD D B Sl =7 Y& flv iR v o) o
DEIREZF ST L ZAH D=7 P TEINV Y CORIEMET 2 U DA — 7 2 3 EiTEAR
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MHMET = v AR S, A AOEIRGR T IAEN BTNV Y o~ S
N VRV Y VRV AT AL VT IMRENR I TND Z ERHALNE o T
(Science, 2014), Z® Z L%, EMHELOWEFE TT TI/FAE L TW D BB FHEA W T,
BATHEEIC KD HHERESR S0 S ) MBETHBZERME LT, B2 EMBIRE X
2D TR REE L TE TV DH I L2 RIR LTV D,

- HEMHRILEDOALY URBVATLOEDECBIETOEEBORZR [HEV]

WA TIZ, OV VRV AT LAO TIICHIEOERG R 1 (GAMYB) 2B F1E
LTV 4G CIIEmERIc@ <, = /ORI RER CIEoR LY V2R
VAT NMIFAE LR, FIROIEGREf GAMYB O R IFRIFS N TW e, —FH, &~
FRETIE, VXV VRV AT A FIROERER 12O 5B O % & —3K
L T/~ (Nature Commun., 2011) .

- Amp-seq # AWV FTT-GERBRFEIC L Y O X FlEBEEOECBIEZ /S (S5

BHERF L DT ALY REROT T a v —0 2 2 %1T D LW HiTe e Fik
2RV, 2avlaunzdAT=UERGR (R—32 URE5R) Bl FHED T AKX+
IZE D SN BEFREREOEEMITZITo 70, TOME, ZhE THERO T AE
A RBUHBY | O ET VRS> TE e, BV a— Bl v —it kb
IV TR LRREC & V3o B 7 N 2R E O FEME X 238 & 7> & 72 5 7= (Mol. Ecol., 2015),

‘MutMap ¥ EDRESL LB ~7% 7 LABETHEOMNT S AT LB 2 BE~[TFAIT]

SFNPETIE, W —7 o — DT > AT DHEBEOFEAHIZR ) LT, kkxlex A
7 DR REE T ORECTEH TE 5 MutMap 1E2 et UIFZEREBR T2 & & iz, LRI
U—7 vay 7 U CHRILA . ARt L7z, MutMap IEO W RICHER T 5 & &
HiZ, A XAOBFRENHET S Z LIZHIEH L7- (Nature Biotech., 2012, 2104)

- HELBEOF THEL LI F-GMREEGFHEEBORE [REY]

% < OFHEBW) CHEOMREZIT D SRY BIn T2 LT R2WT I MR AIDS /A
B &2 E L, denovo 7t 7 U RN 21T > 72, MEHER 7 7 A DOEIC LY . ML
OHCHEIL L7238 LR EFIR Ol 28 0E Uiz, Aigtid, M2TLERME THY
LA X1 (BS 7)) IZTHRED I AT U — L0 ) TR S 1722015 4 k).,

AT aONIOMERMBEDEREEA Y - A T7F B v FHEEEBA LT
Fr T F ) —E Btk29A 23, N " IRAEFEESHIIE O = v T &2 R T B IR T B-
AT =rDF ) AN LT piwi DERE AR L, L O B5E 2 40#H 4 5
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&N D AN 5 2> & 72 o 72 (Science, 2014), ERARARIZ AN ) Bl & 25T THAGE Z 118
SHALHMEADFEBITB D RE R —HE LTI S, 280 AT ¢ 7 G H ., 5
FgrRs ., ks, Bf~7 L AU Y —A_ QLifePro, Yahoo News) CTHx ¥V EiF 7=,

cIEST/ LERY. ERLELCOEEGHEMTHD Z L EFHF [/

B Y5 RRICOWT, 7 AR T A F I bIEEZ RO S EE TR L-, %
DFER., AT IALOBESIIRFRIEZ 5 &5 72, BN KA A U ESIBE)(DoMo) &
WO BRI Ko T, AT EESIZEI D X TWDH 2 b 61T, A TFALELSIFE
BMBI A OFEN B RIS S Z L 2 57202 L7Z(PLoS Genet., 2014), =
oo AT AL O IE 2 )V 358 LWL O IRERSE 2 %8 L L 7= (Nature Commun.,
2014),

- L bA RS URRY U HEK DNA O SHRGEEIZEH [/NEFBE)

Uy 7 DNA EEZEZLNTWeL ha b7 AR Y CHEE TS, MR RICE
BB Rl-T LR, SIELOEICEI VLN E RS> TR, BiZL ke b7
VARY CHREG A D—DTH D Sirhll/Zechel6 73, M TOFREMEREIC BB > T
HZEMN, FIOTHLMNIA -7~ (PL0oS Genet,, 2015) ., £7-, L ha kT ARV
FRAELSNIE, DNA —ARSHEIMOBEIZHEDNTWA Z E L E 20 | HFLIEDE
iR CHEREH 2 R U CE &2 62> & 72 o 7= (Scientific Rep., 2015), A
Jeld. NHK AR S v )L THEaGKEBE] 28 1295 LT ROE EEhIZ] &L T
RSN F 722015 FHki%),

- EERBRRF—LICEMLO—F A VRS / LERFS (FRILBE]

77U B —Z 71 A (Latimeria chalumnae) D%/ AMGHEEECSI & fRGE L, 70 1Rk
RTINS —F U AL DA X a OF NIRRT & 2R LT, BT — A
O HCREBILEEE HoXA SR T BE= U — OBBERRAT 21T\, D> DI~ DS,
RS RARR (I64%) OHBUCB G52 = o —OiE b, R~ E T/
BeF A2 RT- LT= 2 & 2B 5732 L7=(Nature, 2013),

- YO RBEEOETEHIRBEDRE &GS A H X L% [FBE]

@A 5 50~100 JTAERTIZy iz 2 RO~ v AMifE % BT, MR SR
(BT B AFERE K T OJRIR N X Yeto ik Lo AFERE S A T ORBAEFICL D Z %
Zex1biz, £, ZOFRBURE T, WM CIRERER TRED T AR T L
AFHEEROMICE & @ ENAES THHZ EEPALMNCL, 7/ & BB THEEO
Sk Ol 12 % 5 L 7= (PLoS Genet., 2014),
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- EYMOHETHS HEORK) BREE#H#RE [(E@E]

a A, 0 AR E 2n ERA~OEEHLE . I, SRINCHEZ 2= =T
UV TaTTIV T T, TA A= TEHIIC I VLN Uiz, £728 s 725
KNOX2 5B [K 1% [FE L 7= (Science,2013), =t /7 AEH, B FHEE, 71474
A=V T RE SR T e —F 2 R (&MBEE OILFEFT), BIMSEET
B LT, RIKBIITITOILTWD, F RO EEMHET 2V A7 & (fifENRT)
ZEANL, MIEAN/NEE Z & OBITROEN D MR ELIL S BG A fRE L, BRI
DG 2 R B B ST, THHDOWFRICEY | LB FREL - BET 0T T
LD E WD 7 A - BR AR OSEFE B O I =k L7z,

- ERITBICLLIERLEBEZANAMICER [EARI]

BEAHE) CIIMALENY) & B2 0 (S LIZ LIEA LN A 208, 2D 1A=
ALDELIIARHATH D, MABETIL, 4 1D invitro SkER% HAWT, HEEL I &
MO EZE X2 TS DL EMBZRDO VAT DEHBE LTz, TORRE. 2
L 7= BB, 1EH &M%é% L THEREZTER TE D ERHL Moz, 20D
FERIN D B R EIT J0 Wy H A (A U 7o 5 B O B AR - OS2 RS LA
%%%%@ﬁﬁﬂﬁ#*ﬁ%%ﬁ MEEVICET G LD A Z ENENREN->TE7 (Plant
Physiol., 2016) ,

-TERRIILED 7OV SO DSOS FREBEHEBA. FSURKRY U EGT 5
BEEZH TS5 L&A [iEp)

Tua Uy (FEKZ FT 2028 13 T7na ) AUBEaik] 2 L CiEEsb s
WINZHET 20, HAEKROEEGER Y7 2=y N2+ 252 & T, \%(ﬁ”
D) OIEHEGE D ZHRENE 2 RS 5 2 L 2% R L7=(Plant J., 2015), ZDZ L

vy ZFUEEER] OWRBERTY 7 a2=y NOFV2a— L ANEZDZ EIChD, %b
7R FROMEREL T 2R LD 22 L 2B L TEBY ., 7/ LB TFERE, FriikaEEs
DETNERoTe, £l 70 U T UBIEFSEOBRERFIZ N T VAR o OY A L
VT E T 5 2 & 2% L7z (Proc. Natl. Acad. Sci. USA, 2015), AHFIEIZ L VS
Motz T7v ) 7 U EAR) OSREX,. BREVOKRRE IRt (CHly B
LTV D
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