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Translation provided by Yasuko Nagakura, Tasuku Hamaguchi, Speaker:
in we m Kosuke Kajimura, Aya Kodama, Daiki Matsuike, U Matsumoto, Total Duration: 1:39:39
Masaki Mizutani, Yuhei O Tahara, Natsuho Terahara, Takuma Toyonaga, Recorded: October 2015
ZOMOBE and Makoto Miyata in Osaka City University

» o) 3509/3525 B & Youlube I3

Duration: 35:25

Talk Overview — — -

4 iBiology 128115 Ron Vale #i2 DL YFv—

67



