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Perugia, Online Talk

Kunihiko Kaneko. Universal Biology in Adaptation and Evolution: Dimensional Reduction, and Fluctuation-
Response Relationship, Statistical Physics of Complex Systems, 2021/09/10. (Trieste, Online Talk
Kunihiko Kaneko. Macroscopic Theory for Adaptation and Evolution: Multilevel Consistency, Dimensional
Reduction, and Fluctuation-Response Relationship. Solvay Workshop on ‘Nonlinear Phenomena and Complex
Systems', 2021/06/15. Brussels,online

Kunihiko Kaneko. Universal Biology in Adaptation and Evolution: Multilevel Consistency, Dimension
Reduction, and Fluctuation-Response Relationship. Statistical Biological Physics: From Single Molecule to Cell.
2020/12/09. online

K. Horibe, K. Hironaka, K. Matsushita, K. Fujimoto. The surface geometry of living things induces a topological
change of a chemical traveling wave during morphogenesis. EMBL-IBEC Winter Conference. 2020/02/10-12.
NiLteaf, ARA Y

K. Horibe, K. Hironaka, K. Matsushita, K. Fujimoto. The surface geometry of cerebral cortex induces
topological changes of cortical traveling waves. 4th HBP Student Conference on Interdisciplinary Brain Research.
2020/01/21-22, Pisa, 1 2 1) 7

Naoya Kamamoto, Katsuyoshi Matsushita, Mitsuyasu Hasebe, Koichi Fujimoto. How does cell division
generate phyllotactic pattern in bryophytes?. B AHE¥FEEE 83 BAXE EES VKR L Beyond
Fibonacci patterns and the golden angle: phyllotactic variations and their cellular origin, 2019/9/15-17, L&
Kunihiko Kaneko. Dimension-Reduction Theory for Direction and Constraint in Phenotypic Evolution, From
Molecular Basis to Predictability and Control of Evolution, 2019/7/. Sweden

Koichi Fujimoto, Alice Tsuboi, Cell competition for space is controlled by apoptosis-induced change of local
epithelial topology. . 2018 ICTS Workshop on Cellular Dynamics and Microbiome Studies, 2018/11/29-30.
Hong Kong, China

Kunihiko Kaneko, Dimension Reduction and Relevance of Slow Modes in Biological Dynamical Systems,
Dynamics Days Asia Pacific, 2018/11/2, China

Kunihiko Kaneko. Multilevel consistency, dimension reduction, and slow dynamics in biology. Quantitative
Life Science Workshop2018, 2018/10/16. Korea

Koichi Fujimoto, Alice Tsuboi . Competition for space is controlled by apoptosis-induced change of local
epithelial topology. Quantitative Life Science Workshop. 2018/10/15-18. Seoul, Korea

Kuhihiko Kaneko, Complex-Systems Approach to an Ecosystem of Interacting Cells: Differentiation, Symbiosis,
and Diversification, Research meeting: Principles of Microbial Ecosystems 2018, 2018/9/4. Tokyo

Koichi Fujimoto, Miho S. Kitazawa. Constrained variation of floral organ arrangement in basal eudicots: a
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18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

31.

correlation with species diversity of the organ number. Euro Evo Devo, 2018/6/26-29. Galway, Ireland
Kuhihiko Kaneko. Phenotypic robustness, fluctuations and plasticity. 7th Euro Evo Devo, 2018/6/27. Galway,
Ireland
Kenji Okubo, Kunihiko Kaneko. Evolution and Genetics of Gene Regulatory Network in Diploid Recombination.
25th International Congress on Sexual Plant Reproduction, 2018/6/12. Gifu, japan
Kunihiko Kaneko. Reproduction of a Set of Diverse Molecules, Minority Control, and Arrival of Evolvability.
Workshop "Puzzles and Solutions in Astrobiology". 2018/5/14. Tokyo, Japan
Kuhihiko Kaneko. Is a macroscopic description of biological systems possible? . Physics of Living Matter,
2018/4/25. USA
Miho S. Kitawaza, Koichi Fujimoto . Constrained variation in organ arrangements of basal eudicot flowers .
The 1st AsiaEvo Conference. 2018/4/18-20. Shenzhen, China
S Aoki, K Kaneko . Evolution of intracellular symbiosis: Theoretical approach . 1st AsiaEvo Conference.
2018/4/19. China

T Sato, K Kaneko, Emergence of Low-dimensional Structure in Evolution of Highdimensional Cell Model.
1st AsiaEvo Conference, 2018/4/19. China uhihiko Kaneko, Phenotypic evolvability. 1st Asia Evo Conference.
2018/4/18. China
Kunihiko Kaneko. Macroscopic Theory of Phenotypic Adaptation and Evolution: Fluctuation-Response, Genetic
Assimilation, and Dimension Reduction, Evolution of Diversity, 2018/2/27, France
Kenji Okubo, Robustness and Genetic Load of Gene Regulatory Network in Recombining Diploids. Evolution
of Diversity. 2018/2/25. France
Kunihiko Kaneko . Universality in Phenotypic Adaptation and Evolution: Fluctuationresponse, Genetic
Assimilation, and Dimension Reduction, Non-equilibrium dynamics and information processing in biology.
2018/2/7. Okinawa, Japan
Motohiro Fujiwara, Shunsuke Miyashima, Keiji Nakajima, Koichi Fujimoto, Localized cell proliferation
and growth regulate root vascular bundle cell patterning, Taiwan-Japan Plant Biology 2017, 2017/11/3-5.
Taipei, Taiwan
Kunihiko Kaneko. Universality in Biology? Fluctuation-response relationship and Deep Linearity in Adaptation
and Evolution, ENS-UTokyo symposium, 2017/11/. Tokyo,Japan
Kunihiko Kaneko. Universality in Biology?: (I) Consistency Principle for Complex Systems-Biology (1)
Robustness,  Plasticity in Adaptation and Evolution, EON Workshop on Universal Biology. 2017/8/25.
Tokyo, Japan
Takeuchi N., Hogeweg P., Kaneko K., The Origin of a Genome Through Spontaneous Symmetry Breaking: A
Computational Modeling Study. 18th International Conference on the Origin of Life, 2017/7/20. USA
Kunihiko Kaneko. Macroscopic Theory of Phenotypic Adaptation and Evolution: Fluctuation-response, Genetic
Assimilation, and Deep Linearity, 117th Statistical Mechanics Conference. 2017/5/. USA
Kunihiko Kaneko. From a set of catalytic reactions to reproduction of cells: Perspective from Universal Biology.
The Origin of Life Workshop. 2017/5/. Tokyo, Japan
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12.

13.

Irie, N. Can we predict evolutionary outcome of animal body plan? International Congress of Zoology
(2021.Nov.24) Cape Town (online)

Irie, N. Internal factors of biological system that biases evolutionary outcome. ICG-16 (2021.0ct.28)
Qindao(online)

Irie, N. Possible constraints by developmental robustness. AsiaEvo (2021.Aug.16) Tokyo (online)

Irie, N. Developmental robustness may bias macroevolutionary outcome. 17th Spanish Society for
Developmental Biology Meeting (2020.Nov.19) Spain (online)

Irie, N. Potential double-edged sword effect of gene re-usage toward evolutionary diversification. Molecular
Biology Society of Japan, Workshop: Phenotypic evolvability (2019.Dec.4) Hakata, Japan

Irie, N. Possible bias toward micro- and macro-evolutionary conservation by developmental systems
Workshop reconciling micro-macro evolution (2019.0ct.28) Oslo, Norway

Irie, N. Do echinoderm embryos follow hourglass-like divergence? 1CG-Ocean 2019 (2019.Sep.22) Qindao,
China

Irie, N. Haeckel’s recapitulation theory refuted by the hourglass model? 112th Annual Meeting of the German
Zoological Society, Jena, Germany (2019.)

Irie, N. Development and Evolution. SERB School in Evolutionary Biology (2019.Mar.14) Bengaluru, India
Irie, N. The developmental hourglass model in animal embryogenesis. Developmental Biology of Sea Urchin
and other Marine Invertebrates 2018, (2018.0ct.19) Woods Hole, USA

Irie, N. “Cost of complexity” contributed to the vertebrate bodyplan conservation? Euro EvoDevo 2018,
(2018.Jun.26) Galway, Ireland

Irie, N. Gene re-usages constrained the evolvability of animal bodyplan? EvoDevo Seminar series, Cambridge
University, Dept. of Zoology (2018.May.16) Cambridge, UK

Irie, N. “Cost of complexity” hypothesis supported in animal embryonic evolution?

The 1st AsiaEvo conference (2018.Apr.18) ShenzZhen, China
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Irie, N. In search for a general law of animal embryonic evolution? The 12th International Workshop on
Advanced Genomics [12AGW] (2017.Jun.29) Hitotsubashi Hall, Tokyo, Japan

Irie, N. What are the potential mechanisms that made vertebrates’” bodyplan conserved? Symposium 03 - 50th
Anniversary Meeting of Japanese Society of Developmental Biologists (2017.May.10) Tokyo, Japan

The developmental hourglass model: the law of embryonic evolution? From Genetic Networks to a Cellular
Wiring Diagram (2017.Apr.26) Tokyo, Japan

14,
15,

16.

Bl - ZEFERE]
1.

Fukatsu, T.” “Toward understanding the general principle of animal-microbe symbiosis”, World Microbe Forum
2021, 21 June 2021, Online

2. Fukatsu, T.” “Symbiosis, Evolution, and Biodiversity”International Union of Microbiological Societies Congress
2020, 16-20 November 2020, Online.

3. Fukatsu T." “Symbiosis, evolution, and biodiversity” International Symposium on Advanced Ecology and
Evolution 2019, 16 July 2019, Tsukuba, Japan.

4. Qishi, S., Moriyama, M., Koga, R., and Fukatsu, T.” “Morphogenesis and development of midgut symbiotic
organ of stinkbug” Gordon Research Conference on Animal-Microbe Symbioses, 17-20 June 2019, West Dover,
VT, USA.

5. Kuechler, S.M., Tokuda, G., Fukatsu, T., and Matsuura, Y.” “Embryonic dynamics and symbiotic organ formation
in lygaeoid bugs (Heteroptera: Lygaeoidea)” Gordon Research Conference on Animal-Microbe Symbioses, 19-
20 June 2019, West Dover, VT, USA.

6. Fukatsu, T." “Symbiosis for beetle’s hardness” The 1st AsiaEvo Conference, 20 April 2018, Shenzhen, China.

7. Fukatsu, T.” “Recurrent replacement of eroding ancient endosymbiont by domesticated fungal pathogens” The
10th International Wolbachia Conference, 20 June 2018, Salem, MT, USA.

8. Fukatsu, T.” “Fate of extreme genome reduction in ancient bacterial endosymbionts” SMBE 2018, 9 July 2018,
Yokohama, Japan.

9. Fukatsu, T." “Symbiosis, evolution and biodiversity” The 46th Naito Conference on Mechanisms of Evolution
and Biodiversity, 3 October 2018, Sapporo, Japan.

10. Koga, R.” “An experimental approach for deciphering the first steps in the evolution of essential insect symbiosis”
The 46th Naito Conference on Mechanisms of Evolution and Biodiversity, 3 October 2018, Sapporo, Japan.

11. Moriyama, M.” “Gut symbiotic bacteria confer insect body pigmentation” The 46th Naito Conference on
Mechanisms of Evolution and Biodiversity, 3 October 2018, Sapporo, Japan.

12. Fukatsu, T.” “Symbiosis for cuticle hardness of beetles” The 29th CDB Meeting “Mavericks, New Models in
Developmental Biology”, 19 October 2017, Kobe, Japan.

1. Furusawa, C. “Toward prediction and control of microbial evolution: Analysis of phenotypic constraints in
laboratory evolution”, BDR Symposium 2022, Mar. 5 2022, Online

2. Wakamoto, Y. “Inferring multi-omics states from cellular Raman spectra” 2022 AIST-KU Joint Workshop —
Recent Trends in Biosensing and Bioimaging, Feb. 2 2022, Online

3. Furusawa, C. “Toward prediction and control of microbial evolution: Analysis of phenotypic constraints”, 2nd
AsiaEvo Conference, Aug. 16 2021, Online

4. Furusawa, C. “Toward prediction and control of microbial evolution: Analysis of phenotypic constraints”,
Quantitative evolution, phylogeny and ecology: from models to data and back, Feb 2 2021, Online

5. Furusawa, C. “High-dimensional data acquisition for analysis of microbial evolution and ecology”, The 29th
Hot Spring Harbor International Symposium, Feb. 7 2020, Hakata, Japan.

6. Furusawa, C. “Analysis of Evolutionary Constraints and Plasticity by Microbial Laboratory Evolution and
Computational Models”, 2nd Joint Symposium between MBI and UBI, Sep. 19 2019, Hongo, Tokyo.

7. Nakaoka, H., Wakamoto, Y. “Slow adaptation to low-glucose environments”, 10th International Fission Yeast
Meeting POMBE, July 17 2019, Barcelona, Spain.

8. Furusawa, C. “High-dimensional data acquisition for analysis of microbial evolution and ecology”, The 1st
Symposium of China-Japan Joint Laboratory for Natural Products and Chemical Biology--Trends in Gut
Microbiome Research, Dec. 3 2019, Hangzhou, China.

9. Furusawa, C. “Analysis of Evolutionary Constraints and Plasticity by Microbial Laboratory Evolution and
Computational Models”, From Molecular Basis to Predictability and Control of Evolution, July 12 2019,
Stockholm, Sweden.

10. Furusawa, C. “Analysis of Phenotypic Constraints and Plasticity by Microbial Laboratory Evolution”, The 20th
International Conference on Systems Biology, Nov 4 2019, Okinawa, Japan.

11. Furusawa, C. “High-throughput Laboratory Evolution of E. coli to Unveil Phenotypic Plasticity and Constraint”,
The 46th Naito Conference Mechanisms of Evolution and Biodiversity, Oct. 2 2018, Sapporo, Japan.

12. Furusawa, C. “High-throughput laboratory evolution of E. coli: toward understanding of phenotypic plasticity
and constraint”, Euro EvoDevo 2018, Jun. 26 2018, Galway, Ireland.

13. Furusawa, C. “High-throughput Laboratory Evolution of E. coli to Unveil Phenotypic Plasticity and Constraint”,

1st AsiaEvo, Apr. 18 2018, Shenzhen, China.
- 18 -



14.

15

Furusawa, C. “Phenotypic diversity and constraints in microbial adaptive evolution”, Les Houches Winter
School“Evolution of Diversity”, Feb. 25 2017, Les Houches, France.

i EABRH

1.

Hasebe, M. “Evolution of movement and carnivory in flowering plants” The 29" Center of Developmental
Biology Meeting “Mavericks, New Models in Developmental Biology”, October 23 2017, RIKEN CDB, Kobe,
Japan.

Hasebe, M. “Genome biology to understand the evolution of carnivory and movement in plants” The 2017
International Symposium on Evolutionary Genomics and Bioinformatics, Novermber 6 2017, Tzu Chi University,
Huaren, Taiwan.

Hasebe, M. “Effects of cellular changes to the evolution of land plant development and life cycle” The 65" NIBB
Conference and Marchantia Workshop 2017, December 16-18 2017, NIBB, Okazaki, Japan.

Hasebe, M. “Evolution of plant carnivory and movement” Naito Conference, October 3 2018, Sapporo, Japan.
Hasebe, M. “Evolution of plant carnivory and movement”, The international symposium in the Annual Meeting
of the Society of Molecular Biology, November 28 2018, Yokohama, Japan.

Hasebe, M. “Evolution of Carnivory and movement in Plants”, Japan Taiwan Plant Biology 2019, March 15
2019, Nagoya, Japan.

Hasebe, M. “Plastic responses to environmental stimuli in carnivorous plants”, International Webinar on Plant
Developmental Plasticity: A Molecular Perspective, September 28 2021, Acharya Nagarjuna Univ., India.
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