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To facilitate reconstitution of the biosynthetic machinery consisting of
representative skeletal construction enzymes and widespread modification enzymes, organizing team
encouraged collaboration of three individual groups, effective presentation of research results to
public, and incubation of young researchers in various way. These included development of database for
examining biosynthetic pathway of target product, and Web tool for identify target biosynthetic gene
clusters from draft genome data; transferring useful expression systems; supporting organization of
domestic and international symposium by young researchers; helping start of collaborative researches in

project members.
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