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To accomplish the project on dynamical ordering of biomolecular systems for
creation of integrated functions, we performed the following activities: Advisory meetings were held
regularly and whenever necessary for the planning and coordination of research integration and
discussion of future direction of the project. International and domestic symposiums were frequently
organized for promoting academic exchange with internal and external researchers. Our research
progress and activities were widely broadcasted thorough the website, newsletters, and outreach
events. Moreover, we extensively encouraged and promoted cross-disciplinary collaborations among the
members and various events for fostering young researchers.
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