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Systems analysis of roles of non-coding RNAs in lung cancer development
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The involvement of long non-coding RNAs (IncRNAs) in the pathogenesis of
lung cancers has not been well elucidated, in contrast to great advance in studies on miRNA
alterations. In this study, we utilized an integrative approach employing systems biology and
detailed molecular biological analyses, which consequently allowed us to identify novel IncRNAs,
which forms regulatory network with crucial cancer-related transcription factors including MYC, p53

and TTF-1.
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