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Elucidation of mechanisms that control chromatin movement in response to
environmental stimuli

Matsunaga, Sachihiro

76,300,000

ON

DNA

We identified factors that regulate chromatin dynamics in plants and

clarified the complex and regulatory pathway of the chromatin dynamics regulation from the
interaction of the factors. We revealed how plants respond to environmental stimuli, such as
radiation and chemical substances, and how they immediately turn on gene expression in the shoot

regeneration.
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