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Comprehensive metabolic analysis of a model host for secondary metabolite
production

Ikeda, Haruo
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Streptomyces
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Several deletion mutants are required for evaluation of oricess in the
biosynthesis of secondary metabolites and analysis of metabolism involved in supply of precursors in
streptomtcetes. We have developed an excelent methods for construction of deletion mutants in
Streptomyces. A comprehensive analysis of post-translational modification of modular polyketide
synthases and non-ribosomal peptide synthetases could be perormed using our genome-minimized
versatile host strain. On the other hand, we studied the metabolic analysis of the primary
metabolism during secondary metabolite production. The production of chloramphenicol could be
improved by increaased flux of pentose-phosphate pathway. It also gave a new finding that the
regulatory gene in the biosynthetic gene cluster can control the expression of the different
biosynthetic genes.
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