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In this study, we identified a trans-omics network of metabolic adaptations
and clarified the mechanisms of glucose metabolism in liver and muscle by omics measurement and data
integration analysis of dynamic metabolic responses to glucose loading using ob/ob mice, a model of
wild-type and type 2 diabetes mellitus. We have also developed OMELET, a mathematical model to
analyze metabolic changes and their regulation based on multi-omics data without using isotope
labeling experiments, and quantitatively clarified changes in liver glucose metabolism in ob/ob
mice, a mouse model of obesity, and the regulation that causes these changes.
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