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Sex spectrum of embryonic gonads
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i We have been conducting research with the goal of redefining sex by
regarding males and females as a continuous phenotype. Previous studies have shown that the fetal

gonads of genetically mutated mice exhibit a phenotype called "ovotestis," which is a mixture of
male and female cells. Our research results revealed that epigenetic regulation by methylation of

lysine 9 of histone H3 and DNA contribute to the development of ovotestis.
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