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Sex spectrum defined by sex chromosomal heterochromatin
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To understand the sex spectrum, it is necessary to capture the smallest
element of the sex spectrum establishment, which is defined by genetic factors in each cell. To
elucidate the mechanism of the sex spectrum defined by sex chromosome heterochromatin, we clarified
the role of SMCHD1 required for the heterochromatin structure of the inactive X chromosome. SMCHD1
is essential for the stable silencing of the inactive X chromosome during embryonic differentiation
and the formation of repressive histone modification patterns across the inactive X chromosome.
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