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To better understand the role played by metabolism in protozoan infections, we
investigated metabolic responses of the enteric protozoan Entamoeba histolytica toward
oxidative stress and stage conversion by “omics” approaches such as transcritpomics and
metabolomics. We have discovered novel pathways and networks associated with
cysteine-supplementation/deprivation stress and encystation. We have established
comprehensive analytical methods to examine the metabolic networks using
transcriptomics and metabolomics.
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Accession numbers Common Names Basal 3h  6h 12h

Accession numbers Common Names Basal 3h 6h 12h Exprassion
Expression (log)
(log,) XM_648717 Hypothetical protein 88 +11 +14 -28
XM_647419 Major facilitator superfamily (MFS) 611 +41 +146 +100 XM_648481 NADPH-dependent oxidoreductase (EnNO2) 106 -19 -9 -30
transporter XM_650547 Hypothetical protein 92 +65 +14 -36
XM_650038 Iron-suifur fiavoprotein, putative 840  +36 +68 +98 XM_652477 Requlator of nonsense transcripts, putative 99 +59 10 -4
XM_644279 Iron-sulfur flavoprotein, putative 707 +36 +54 +87 XM_649191 Regulator of nonsense transcripts, putative 97 +65 +10 -40
XM_651312 Hypothetical protein 273 -10 +24 +78 XM_649317 Regulator of nonsense transcripts, putative 48 +74 11 -39
XM_644746 Hypothetical protein 3B +43 +85 +60 XM_651359 Hypothetical protein 78 +24 16 -51
XM_643338 Hypothetial protein 742 +17 +19 +58 XM_001914319 Cysteine protease, putative 8 17 a0 s
XM_645468 Sllljmrgﬁy)pfmem, putative (IBR 539 +29 +91 +57 XM_645369 Hypothetical protein 90 11 63 -1
XM_644430 Glué-phosphate N-acetyltransferase. putative 3™ +86 +62 +55 XM_643853 Leucine rich repeat protein, BspA family 84 -54 67 -2
XM_645799 Iron sulfur flavoprotein like, putative 747 +15 +35 +54 XM_651153 Hypothetical protein 47 -17 51 -8
XM_642792 Hypathetical protein 254 +34 +64 +50 XM_001913553 Actin binding protein, putative 92 +13 35 -50
XM_650580 Acetyitransferase, putative 701 +19 +34 +48 XM_643815 Leucine rich repeat protein 83 -43 32 -24
XM_647486 Hypothetical protein 297 +37 +44 +48 XM_650791 RhoGAP domain containing protein 69 +21 23 -50
XM_648920 Hypothetical protein 308 +12 +33 +47 XM_644068 Myb-like DNA-binding protein 63 +13 19 -44
XM_64509 Hypothetical protein 410 +17 +19 +47 XM_646593 Hypothetical protein 106 +15 27 -41
XM_644075 Hypothetical protein 248 +29 +52 +45 XM_644126 Hypothetical protein 69 +11 +10 -33
XM_001913345 Hypothetical protein 819 +15 +27 +44 XM_652381 Leucine rich repeat/phosphatase domain 72 -24 45 -29
XM_648476 Hypothetical protein 250 +20 +31 +44 containing protein
XM_644225 Hypothetical protein 35 +17 +48 +44 XM_651502 Hypothetical protein 73 +17 37 -44
XM_642957 Hypothetical protein 253 S10 421 +44 XM_652115 Helicase, putative 56 -10 43 -23
XM_647850 Hypathetical protein 682 +15 +27 +44 XM_649517 Fatty acid elongase, putative 48 +13 56 -54
XM_643428 Longevity-assurance family protein 538 -23 +12 +44 XM_001914195 Pescadillo homolog, putative 57 414 29 -40
XM_647567 Hypothetical protein 61 497 +B6 +42 XM_644821 Phospholipase D fike protein 44 +17 36 -42
XM_646%49 Heat shock protein, Hsp20 family, putative 563 +20 +46 +42 XM_649099 Hypothetical protein 49 +14 23 -45
XM_646060 Short chain dehydrogenase 48 +61 +81 +42 XM_650629 Hypothetical protein 49 +11 32 -s58
XM_652477 Regulator of nonsense transcripts, puative 986 +59 -10 -41 XM_645444 Rho family GTPase P S es e
XM_643429 Hypothetical protein 5% +16 +19 +41 XM_651384 Hypothetical protein o 3 oes oe
XM_646319 Hypothetical protein 33% +24 +48 +40
XM_649191 R:gj\tator of :cnsmse transcripts, putative o7 +65 +10 -40 XM_642804 Leucine rich repeat protein e Selss -
XM_646412 Hypathetical protein 500 420 +32 +40 XM_652013 Hmm_‘a‘ protin " 43 A2 s
XM_651955 Hypothetical protein 45 <13 +13 +39 XM _648669 Hypothetical protein 93 +1 43 -29
XM_649317 Regulator of nonsense transcripts, puative 476 +74 -11 -39 XM_644755 Hypothetical protein L +16 +10 -13
XM_647768 Ankyrin, putative 63  +20 +43 +38 XM_644380 Hypothetical protein 69 +17 10 -14
XM_650547 Hypathetical protein 916 +65 +14 -36 XM_645403 Hypothetical protein 60 -23 41 -39
XM_647757 Hypothetical protein 254 +29 +45 +34 XM_001914173 Leucine rich repeat protein 82 -34 46 -21
XM_647571 Hypothetical protein 844  +61 +65 +34 XM_001914026 Hypothetical protein 71 +12 412 -4
XM_645809 Riboflavin kinase/FAD synthetase, putative 661 +14 +46 +34 XM_644692 Hypothetical conserved, protein 91 -57 20 +11
XM_643175 Hypothetical protein 873 +39 +52 +33 XM_645533 Actinin-like protein, putative 54 +17 54 -24
XM_651173 Hypothetical protein 703 +34 +42 +33 XM_651612 Hypothetical protein 63 +10 32 -4
XM_651901 Hypothetical protein 451 +23 +42 +33 XM_651999 Hypothetical protein 66 -95 53 -13
XM_645555 Hypothetical protein 232 +21 +59 +32 XM_001914259 Hypothetical protein 71 +14 +10 -1
XM_650171 Hypothetical protein 408 +75 +78 +32 XM_001913952 Hypothetical protein 94 +14 A3 -12
XM_643804 Hypothetical protein 653 +41 +20 +31 XM_645752 Hypothetical protein 71 +14 -0 -12
XM_649510 DNA methyhtransferase, putative 557 +24 +17 +23 XM_643708 Hypothetical protein 94 +15 13 -12
XM_647939 Regulator of nonsense transcripts, putative 630 +62 -14 -21 XM_643865 Hypothetical protein 71 +14 0 -3
XM_648119 Hypothetical protein 827 +37 +41 +20 XM_645163 Hypothetical protein 50 +15 <41 -24
XM_649%8 Hypothetical protein 645 +27 +52 +19 XM_643106 Hypothetical protein 71 +15 A1 -13
XM_648922 Hypathetical protein 503 -5 -12 417 XM_643788 Hypothetical protein 71 +15 11 -13
XM_649257 Protein kinase domain containing protein 261 +68 -10 +15 XM_645779 Hypothetical protein 72 F14 a1 -14
XM_643812 Protein kinase domain containing protein 60 +11 <40 -40
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