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Molecular mechanisms underlying heterochromatin assembly
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In this study, we focused on heterochromatin in fission yeast and mouse ES
cells and attempted to elucidate the molecular basis for determining chromatin potential. We found
the division of labor between the HP1 isoforms, the relationship between mitotic phosphorylation of
HP1 and chromosome segregation, novel crosstalk between histone methylation and ubiquitylation, and
spore-specific chromatin structure. We also identified HBiX2 as a novel HP1 interactor and
characterized its role in the formation of inactive X chromosomes.
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