#k=L C-19

P 3¢

N H |

HERABMARAERX (BRFHRABEAME) HRAARBES

Rk 25 4F 5 A 30 H HILE

HEREES : 82648
MEIEE  FrEMEEME
FFZSEAR - 2008~2012
2REFES ;20107004
ﬁ%%ﬁ%(WI)W§EﬁmLt9>K7E£$U@éﬁﬁwﬁ6§®@&&%@%ﬁﬁ%
DIF
W iEEL (EX) NMR detection of conformational fluctuations of proteins and
glycoconjugates for exploration of their correlations with
biological functions
MERERSE
fniE S — (KATO KOICHI)
REHEFAEBEEZANBRRZAEHEE (BAEFLBEARESR) - BBEHENI A AT X
28— HiE
HEEES : 20211849

WFFERE R OMEEE (Fns0) « My NMR 43 ik & Fl 2 o AW B S amF 7E 1k 4 IV €, M7
BN TE  EEWEERB LN OB TEAGIERON RGO D X2 A Lz, R, ¥
BE 7 T AR — LR EMEIRBICE D D % 7B L OB AR, MaRNIcBIT 5 %
VNI BIEMPTIZE ST 50 THEAERD 3k - 4 IRIEEOBNEZ FNT T D HTR R 1A A B S
THZ LKL, 2B EFH L TEMD TOMERD & LHEOREZB 5z L,

WFZepk RO (330) : Using ultra—high field NMR spectroscopy in conjunction with other
biophysical methods, we characterized conformational fluctuations of proteins and
glycoconjugates as well as their complexes. In particular, we successfully developed
novel methods for detailed analyses of dynamic interactions between glycolipid clusters
and proteins associated with neurodegenerative disorders and dynamics of tertiary and
quaternary structures of protein complexes involved in protein-fate determinations in
cells. By applying the methods developed, we elucidated relationships between
conformational fluctuations and functions of biomolecules.
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