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Study of mechanisms of viral PLAMP production and PLAMP-mediated regulation of
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In order to elucidate the pathogenic regulatory mechanisms mediated by PLAMP
(Pathogen "Life cycle"-Associated Molecular Pattern) during viral infection (cell entry by membrane
fusion and budding by membrane fission) using paramyxoviruses and coronaviruses, a combination
strategy of structural biology and virological methods were used. As the results, we observed that
IFN-inducible molecules, host-derived ligand-like molecules, and carbohydrate chains affect cell
entry.
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OIEMEZHE L., AlRetEoFREAE & LCHILEREZ R T Z 2060 E 7257 (Tomitaetal.
J Virol 2021)
2) REEAW I TIEIC X DR AR O fRHT
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SRR T D BRI S F 0 DG LN T- 720, FEARROKTICHEEST L2 &0
bhotz, LinL, TOREREIK T A L452R 23V, FEERAIC BAS 1THED BA2 &H~T
ACE2 R IRFEARE & RIFEFE IR > T e, F72, FA86V MG EIRI LA 2= SENED R FIFTAR D I
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SE PSSR O a7 3B R Y ~—IC S Mk 5 2 LT F ORGP ETEM: & MR
L7z (RO EIEMEDR 10 %) (Matsuoka K et al . Bioorg Med Chem Lett. 2021) ,
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