2009 2013
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Our research has been focusing on the relationships between the chromatin structur
e and the protein factors involved in DNA replication, repair, and transcription. Many proteins in these p
athways contains intrinsically disordered regions (IDR), which should have important functions to process
the DNA metabolisms precisely. In this research project, we have characterized Hef, which is involved in
the stalled replication fork repair, Ume6, which is a transcription regulation factor, TRF1, which is a te
lomere binding factor, Nucleophsomin/B23, which is the viral chromatin regulator, and NAP1, which is the h
istone chaperone. All these proteins contain IDR. We analyzed each IDR for their binding to the various
partner molecules and the general conclusion is that IDR have important functions for regulation of the in
teraction with their partner factors by occasional and sequential folding coupled with binding.
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