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The 5" terminal of Xist RNA, a nuclear retained non-coding RNA which inactivates o
ne of the pair of X chromosomes, was found to be characteristically modified unlike ordinary mRNAs. Also,
the conserved element in 3" terminal of Malatl RNA, the component of a functional nuclear compartment "nuc
lear speckles", was found to be methylated at an adenosine site. ldentification of a gene diminishing the
methylated adenosine revealed the most plausible structure and modifying enzymes of the methyladenosine. W
e developed methylthio-modification measurement method by using small-quantity clinical samples. Taken tog
ether, we contributed the findings of RNA structural alterations, including determination of a novel chemi
cal structure, and their modifying factors.
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