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N6-methyladenosine (m6A) is the most abundant modified base in mRNA and
influences various biological phenomena. In this study, we have characterized the binding
specificity and methylation properties of the RNA methyltransferase METTL3/METTL14 heterodimer to
guanine quadruplex (G4) structured RNAs. We also succeeded in visualizing the G4 structure and
i-motif structure in Arabidopsis cells. Furthermore, genome-wide gene expression analysis revealed

that many genes are regulated by the formation of G4 structures.
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