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The engineering of the novel imaging tools for neuromodulators
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To understand the complex functions of the brain, it is essential to have a
detailed understanding of how neuromodulators control neural functions. One factor that makes
understanding these control mechanisms difficult is the correspondence problem between
neuromodulators and their receptors. This study aimed to develop molecular tools needed to address
this issue. During the research period, we successfully determined the cryo-EM structure of
neuromodulator receptors, thereby uncovering the structural basis for their recognition.
Additionally, we developed molecular tools to unravel the mysteries of neuromodulator crosstalk,
visualization tools for neuromodulator secretion, and new optogenetics tools to strongly advance the

research of other labs within this research groups.
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