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Comprehensive elucidation of multifactorial interactions that establish the
transcription unity mechanism
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Our recent studies have suggested that transcription regulation is difficult
to understand only by conventional models and that there is a mechanism in which the entire
transcription process is unified by multifactorial interactions and regulates gene expression, which
we called transcriptional unity mechanism. In this study, we focus on the Mediator complexes that
are suggested to play an important role in the multifactor interactions in the transcription unity
mechanism, and elucidate the roles of these factors in this mechanism, and clarify the molecular
mechanism of the transcription unity.
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