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Molecular analysis of signaling mechanism of immune cell surface receptors
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To understand medically important immune response and infection route, it is
essential to structure biologicallyvisualize the mutual recognition mechanism in atomic level of immune
cell surface receptor as the defense forefront toward cancer cells and pathogens. In this study, as
important signal control complexes in immune diseases and infectious diseases, we focused on HVEM signal
control complex of co-signaling molecule CD160 on T cells, the complex of NKR-P1 / CD161 receptor
expressed in human Thl7 cells with ligand LLT1, measles virus surface protein invasion complexes,
glycolipid recognition immunoreceptor Mincle and MCL. Structural features extracted from the
three-dimensional structures and physicochemical analyses of these complexes promoted advance field

"structural molecular medicine".
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