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Elucidation of the regulatory network involving non-coding RNAS in human cancers
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We have taken an integrative approach between cancer biology and systems biology
using supercomputer in order to dissect the molecular pathogenesis of human lung cancers, with the
emphasis on the involvement of non-coding RNAs (ncRNAs) such as microRNAs and long non-coding RNAs. We
have consequently succeeded in identifying multiple ncRNAs involved in this devastating cancer, which
included miR-375, miR-30c, miR-342-3p, and a novel IncRNA, MYMLR.
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