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We proceeded according to three projects to elucidate correlative gene systems
during plant pollination. At first, molecular evolution of self-compatibility in Arabidopsis was
discussed from results of restoring incest avoidance using transgenic experiments. Secondly, we
identified a set of female and male determinant genes for novel reproductive isolation in Brassica rapa,
and demonstrated their functions in this incompatibility system. Thirdly, platforms of comprehensive
transcriptome data during pollination were constructed in rice and Brassica plants. By using miRNA
profiles in rice anther, we found the miRNA-mediated gene regulation in the cool tolerant rice cultivar.
In addition to these experiments, we also performed outreach activities to elementary-school, and
high-school students.
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