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Chromosomal functional domains such as centromeres and telomeres are consist of
non-coding DNAs (ncDNAs), and higher-order chromatin structure, called heterochromatin plays a pivotal
role in faithful propagation of chromosomes. Althou?h specific histone methylation and HP1 proteins have
been implicated in heterochromatin assembly, the relationship between ncDNAs and heterochromatin
formation has not been fully understood. In this study, we focused on HP1 and demonstrated that a series
of posttranslational modifications of HP1 regulates its chromatin binding. We further demonstrated that

intera?tions between different types of repetitive DNAs are involved in dynamic chromatin reorganization
in nucleus.
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