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Virus and host interaction on plus-strand RNA virus replication
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It has been proposed that RNA virus triggers the membranous replication
compartment. In the present study, we identified that COPIl and COPI proteins, PREB and Surf4,
respectively promotes HCV RNA replication by participating in the formation of the membranous HCV
replication compartment and maintaining its proper structure via interacting with NS4B_.We also
developed the application methods of Atomic Force Microscopy (AFM) to the single molecule structural

analysis of long single-stranded RNA molecules, including RNA virus genomes, and the entire
structures of HCV ?enome and full-length 28S rRNA molecule and were successfully obtained. We also
succeeded in visualizing the exo- and endo-cytosis processes at cell surface using AFM, which is
expected to be useful in further analysis of virus budding processes.

RNA HCV AFM
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