2013 2017

Atg

Structural basis of Atg proteins responsible for autophagy

NODA, Nobuo

102,400,000

Atgl Atg101
Atg8 Apel
Atgl9 X
Atg8

We have determined the crystal structures of the autophagy-initiating Atgl
complex and Atgl0l1, the worm homologs of Atg8 that mediate autophagosome formation and cargo
recognition, as well as the selective cargo Apel and its adaptor Atgl9. By functional analyses based

on the structural information, we have revealed the molecular mechanisms of autophagy initiation
upon starvation, different functions mediated by Atg8 homologs, and selective recognition of protein
aggregates during selective autophagy.
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