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i _ Heterochromatin is repressive and compacted form of chromatin in the
interphase nucleus. This study showed several sides of structure and function of heterochromatin

through analysis of HP1 and its binding proteins, as follows. 1) Various complex formation of
Histone methyltransferases for repressive chromatin and the molecular basis of their formation, 2)

Relationship between heterochromatin formation and repressive histone modification on inactive X
chromosome, 3) Involvement of an HP1 binding protein in pathway choice for repairing double-strand

breaks.
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