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Serpentinization is a process by which water reacts with ultramafic mantle
rock to produce serpentine, ultrabasic fluid, and H2. Serpentinization should have been a common
reaction on early earth and such geological settings are believed to be a cradle of life. The place
where life emerged no longer exists, but the extant serpentinization site can be regarded as analog
of such place. To trace the origin of life, microbial communities in serpentinization sites were
analyzed using genome-centric approaches. Cells were harvested through filtration of water samples
and used for further investigation. Meta-genomics revealed that the uncultivated microbes including

the candidatus phyla OD1 and WS2 dominate the community. It also revealed the idiosyncrasy in their
enome structures together with the presence of acetyl-CoA pathway, the primordial fashion of C02
fixation and energy metabolism. Our research will provide further insights into the life in the

earliest era.
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