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Involvement of translesion DNA synthesis in the development of UV-induced skin
cancer and its possible mechanisms
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Involvement of REV7 in the development of UV-induced skin cancer was
analyzed using clinical specimens, culture cells and genetically modified mice. Using clinical
specimens, we revealed that high levels of REV7 expression were detected in malignant melanomas, and

that its expression levels were significantly associated with cell proliferative capacities and
tented to be linked to thickness of the lesions in malignant melanomas. Using culture cells of
malignant melanoma, it was revealed that REV7 expression showed positive association with cell
activities of proliferation, migration and invasion. Using genetically modified mice, we generated a
protocol of UV irradiation for development of UV-induced skin cancer, however, we could not produce
double genetically modified mice that would be used for the analysis of association between REV7
and UV-induced skin cancer development during the experimental period.
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