(®)
2015 2018

Microbial arsenic transformation pathways associated with polluted environments

Hamamura, Natsuko

10,700,000

In this study, the influence of environmental factors on biotransformation
of arsenic by soil microbial community was investigated. Microbial arsenite oxidation was detected
in the soil columns under oxic and anoxic conditions concomitant with the emergence of
arsenite-oxidizing bacterial population and increase in arsenite oxidase gene diversity. Our results

also indicated that the co-contamination of toxic metals along with arsenic imposed a selective
pressure on the soil bacterial community and thus affecting the redox transformation of arsenic in
natural environments.
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