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Development of missing value complement / outlier treatment method for large
scale financial database for corporate credit risk evaluation

Yamashita, Satoshi
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We examined the application to the financial data of the missing value
outlier processing developed in the statistics and bio / medical fields, and developed a new method
based on the characteristics of the financial data. We applied it to CRD Association data, credit
database of 5 regional banks, government survey microdat and real estate leasing data. Of these
structured databases, those with less secrecy were released for research. We researched the
methodology for combining government data such as corporate statistics and business location
statistics with the above-mentioned enterprise data, and realized highly accurate data combining.
This made it possible to conduct corporate profiling based on government statistical data, which is
census data of companies, and credit data of banks, which is sample data but high quality.
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