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In order to quantitatively analyze non-coding RNAs including micro RNAs,
mass spectrometry-based separation system was constructed. We have refined our monolithic column
technology and ?roduced a variety of capillary-based analytical tools for chromatographic
separation, analyte extraction, and catalytic reaction. We have also developed interface devices for

optimal coupling of separation techniques with mass spectrometry. We have integrated such
analytical tools, devices and instruments to construct highly-efficient analysis system for the
evaluation of quantitative and qualitative variation of non-coding RNAs.
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