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Suppression of hepatocarcinogeneis based on the elucidation of HBV integration
and epigenome alterations analyzed by G-NaVl
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Integration of DNA viruses into the human genome plays an important role in
various types of tumors, including hepatitis B virus (HBV)-related hepatocellular carcinoma. To gain
clearer insights into the roles of HBV DNA integration in HCC, we have characterized the molecular

details and clinical impact of HBV integration on the epigenomes of human cells and HBV. We have
also successfully developed a single-molecule, real-time sequencing-based method for structural
analysis of integrated HBV genomes. The observed dynamic changes in DNA methylation of the host and

viral genomes as well as genetic and epigenetic alterations in HCC may functionally affect the
biological behavior of HBV-related HCC.
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