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Rescue of 21 trisomy in Down syndrome cells using spindle assembly checkpoint

Matsuura, Shinya

14,600,000

BubR1 siRNA

The aim of this study was to normalize 21 trisomy in Down"s syndrome cells
by induction of chromosome instability. We transfected BubR1l siRNA into Down®s syndrome cells and

analyzed their quKotypes._Cellular phenotype of mosaic variegated aneuploidy was observed, but a
cell clone in which excessive chromosome 21 was normalized was not yet obtained. We will establish

such cell clones that lost only excessive chromosome 21 by increasing the number of isolated cell
clones.
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