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Regulation of vesicular trafficking by tethering complex and SNARE proteins
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Membrane fusion, which is the last step of vesicular trafficking, is
mediated by SNARE proteins. In this study, we have revealed that fusion of recycling vesicles
containing transferrin-transferrin receptor is regulated by t-SNARE proteins, SNAP-23/SNAP-25 in
conjunction with the Exocyst tethering complex.

By taking advantage of the visible immunoprecipitation (VIP) assay, we have revealed the
architectures of various protein complex, including the Exocyst complex, involved in protein
trafficking within cells.
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