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Splicing mechanism of novel introns in a split form and their evolutionary
diversity
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A protozoan parasite, Giardia intestinalis, previously considered as a
primitive eukaryote, possesses novel introns with a split form (split introns) which are spliced by
trans-splicing. We evolutionarily analyzed the genome and transcriptome of Giardia and found a new
split intron of this type and suggested the presence of other candidates. We also sequenced and
surveyed the genome and transcriptome of Kipferlia, a close relative of Giardia, and found several
candidates of split introns. On the other hand, in order to search for spliceosomal factors
participating in the trans-splicing of split introns, we try to isolate and purify spliceosomes from

Giardia and to compare the spliceosomal components with those of other eukaryotic model organisms.
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