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Comparative genome analysis of Bursaphelenchus xylophilus in introduced and
native areas.
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To understand the evolutional history of Bursaphelenchus xylophilus, the
causal pathogen of the pine wilt disease, we performed population and comparative analyses of
genomes of the nematodes using Japanese isolates and native North American isolates. Population
analysis using microsatellite and SNPs suggested high genetic diversity among Japanese isolates and
multiple introductions of the pathogen from North America to Japan.
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