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Analysis of respiratory virus activation mechanism by bacterial proteases
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The host protease TMPRSS2 plays an essential role in HA proteolytic
activation of the influenza A virus (1AV) for the pathogenic expression of primary viral pneumonia.
Secondarg infectious pneumonia involving bacterial infection, accounts for the majority of IAV
deaths, but the detailed mechanism is unknown. We preformed to verify using mouse model. However
promotion of HA cleavage of IAV by bacterial protease was not observed. On the other hand, after
passages in TMPRSS2 knockout mice, an H3N2 and H7N1 subtype IAVs began to undergo cleavage
activation of HA, showing high virulence in the mice due to the loss of an oligosaccharide in the HA

stalk region. Thus, these TMPRSS2 knockout mice adapted IAVs acquired cleavability by an
alternative HA activation proteases.
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