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Molecluar ecological analysis of nitrogen fixation mechanism in the symbiotic
microbial community of sweet potato
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Bacterial diversity in stem, surface and inner tissues of main root of sweet
potato was examined by non-cultivation method. As a result, the domination of Alphaproteobacteria

was observed in all tissues examined in comparison with bacterial diversities in other crops. As
expected, the values of diversity indexes are decreased as folloing order, surface of main root,
stem, and inner tissue of main root. Correspondingly, approximately 2000 bacterial colonies were
isolated from stem, surface and inner tissues of main root of sweet potato by using a culivation
medium. Approximately 320 groups were obtained by the clustering analysis based on 16S rRNA gene.
These isolates were examined for nitrigen fixation ability on a medium. Among the isolates, one
isolate closely related to Bradyrhizobium sp. was found to have nitrogen fixation ability as a
candidate of nirogen fixation bacterium in sweet potato.
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