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Spacial and temporal comics analysis dissolve the evolution and heterogeneity in
ESCC
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Recent trends of the current research field of cancer evolution in the world
compels us to shift from basic research to engender the results to forge the more clinical outcome.
We treated CRT for 28 cases of esophageal cancer fEC) cases, fourteen cases were resistant to the

treatment. In 4 out of 14 resistant tumors, we implemented the multi-sampling analysis of 4-6
specimens from pre-CRT tumors and post treatment recurrent tumors for applying to NGS analysis.
Consequently, we discovered the recurrence specific evolutional phylogenic tree of evolution, the
recurrence specific mutation signatures and the specific copy number aberration observed especially
in recurrent tumors. Thanks to this grant, we could discover one of the approaches to connect the
basic knowledge of the cancer evolution to the clinical works. In addition, we conducted the
methylation analysis of 99 cases of primary EC, and identified a methylation associated mutated
gene.
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