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To develop novel system for rapid diagnosis of infectious diseases based on
pathogen genome, we had attempted to integrate 1) MinION, a rapid real-time portable next generation
sequencer available in the market recently, and isothermal amplification system such as 2)
Loop-mediated Isothermal Amplification (LAMP) method and 3) non- or semi-specific multiple
displacement amplification (MDA) method in this study. The whole system including sequencing and
library preparation is totally portable; therefore, it is executable in any place in standalone. We
had proved the concept of the system at the lab then successfully demonstrated that it is feasible
even at clinical site including Indonesia where various infectious are endemic.
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