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We collected more than 300 blood and fecal samples from malaria
patients in Uganda from 2015 to 2016 and comprehensively analyzed fecal microbiota. Malaria patients
have altered microbiota including change in enterotype compared with non-malarial healthy
volunteers, and the degree in alteration was much higher in patients with severe malaria. The
microbiota in those patients after treatment became closer to healthy controls. These results
indicate that malaria, especially severe malaria affects intestinal microbiota. We also analyzed

inflammatory proteins such as cytokines in plasma samples and found some proteins remarkably
increased or decreased in severe malaria patients.
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