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Dama?e Response is a biological defense mechanism that counters various DNA

damages and play an essential role in maintaining genome stability. We found that medaka mutants
lacking a special DNA polymerase, which is one of the damage response mechanisms, develop intestinal
tumor in all individuals in an age-dependent manner. This medaka tumorigenesis is characterized by

the proliferation of stem cells in the basement membrane of the intestine in the early stage of
onset. Furthermore, by performing genome analysis of the tumor cells, we found that mutations at the
chromosomal level occur frequently.
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