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This pioneering project has revealed the new molecular mechanisms of the
adjacent gene group “ supergene” that controls complex adaptive traits. We clarified the structure
and function of supergene, which controls the Batesian mimicry of the swallowtail butterfly Papilio
polytes and its closely related species Papilio memnon. The recombination in the supergene locus was

suppressed by chromosomal inversion in the former, but by structural diversity in the later,
suggesting that the mimicry loci of both species may have evolved by parallel evolution. It was also
shown that the mimicry traits of both species are regulated mainly by a dsx gene in the mimicry
supergene.
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